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KEYNOTE PRESENTATION 
 

Opening and Welcome 
June 23, 2026 

10:30 AM – 11:15 AM 

 

Looking Back and Thinking Forward 
Dr. Charles Wiggins, Director and Principal Investigator, New Mexico Tumor Registry 

 
Overview 
Dr. Wiggins will draw on recent and not-so-recent examples to examine the current state of 
cancer surveillance and the state of scientific endeavors. 
 
Objectives 

• Consider events of the last year in the greater context of human advances of the last 
century 

• Recognize that many of our past accomplishments were once considered out-of-
reach 

• “It’s hard to make predictions, especially about the future” -Yogi Berra and Others 
You Would Not Guess 
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PLENARY PRESENTATIONS 

Plenary 1 

Artificial Intelligence Tools and Perspectives for 
Cancer Registries 

June 23, 2026, 11:15 AM – 12:30 PM 
 

The Automated Cancer Registry 

Isaac Hands  

Director of Informatics, Kentucky Cancer Registry 

 

Overview 
Cancer registries are entering a period where automation will move from isolated tools to 
integrated registry operations. This presentation will examine how artificial intelligence, may 
reshape casefinding, abstraction, coding support, quality assurance, data enrichment, and 
registry management. The focus will be on what is technically possible, what is still missing, and 
what registries must build before automation can be trusted at scale. 
 
Objectives 
By the end of this presentation, participants will be able to: 
 
1. Describe the emerging role of automation and AI in cancer registry operations, including 
where these technologies may affect registry workflows, data quality, and organizational 
priorities. 
2. Recognize the key conditions needed for trustworthy automation, including evaluation, 
validation, governance, deployment planning, and appropriate human oversight. 
3. Discuss how registry roles, skills, and operating models may evolve as automation becomes 
more integrated into cancer surveillance and registry practice. 
 

Using Large Language Models for Cancer Registry 

Abstraction 
 

David Sontag 

Faculty / CEO 

Massachusetts Institute of Technology / Layer Health 

 

Overview 
Cancer registry abstraction is a time-consuming manual process that requires synthesizing 
information across a patient's medical record, including pathology, radiology, and progress 
notes. Recently, large language models have been shown to be very effective at such chart 
review. This paves the path to a future where registrars work hand-in-hand with AI to quickly 
abstract cases. As a result, backlogs will be significantly reduced and quality teams will be able 
to work with more timely, complete, and actionable data. This presentation will describe the use 
of AI for registry abstraction, building on real-world studies with the American Cancer Society 
and deployments at several health systems across the United States. 
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Objectives 
 

• Develop intuition for how large language models (LLMs) / AI can be used for chart 
review from EMRs including both structured data and unstructured clinical notes. 

• Understand the current strengths and limitations of using AI for cancer registry 
abstraction. 

• Learn how to assess the performance of AI for registry abstraction: what to expect from 
a retrospective validation study, and what questions to ask before and during 
prospective use. 

• Review the AI research taking place at leading academic and industry labs, including 
what is on the horizon. 

 

 

From Hype to Help: Implementing Generative AI Responsibly 
in Cancer Registry Workflows 
 

Jonathan Simkin 

Director, BC Cancer Registry 

 

Overview 
Cancer registries have embraced machine learning for structured tasks like pathology report 
classification and case identification, with measurable gains in accuracy and efficiency. But 
generative AI, particularly chatbots and agent-like systems, represents a fundamentally different 
kind of tool: one that converses, interprets, and assists rather than extracts and automates. This 
plenary draws on early piloting experience with RAG-based systems and AI agents to cut 
through both the hype and the fear surrounding generative AI in registry operations. It focuses 
on how these tools can support the expertise registrars already have, offering concrete use 
cases, honest lessons from early experimentation, and a practical lens for registries considering 
where to start. 
 
Objectives 

1. Distinguish between traditional registry AI (extraction and automation) and generative AI 
(conversational assistance and interpretation), and explain why the difference matters 
for adoption. 

2. Identify specific registry workflows where generative AI tools could augment human 
expertise, and describe the key risks that must be managed in these contexts. 

3. Apply a practical readiness lens to evaluate whether and where generative AI tools 
might fit within their own registry operations. 
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Plenary 2 
Cancer in the Next Generation: Children, Adolescents 

and Young Adults 
June 23, 2026, 2:00 PM – 3:15 PM 

 
Using the National Childhood Cancer Registry to Evaluate 

Geographic Differences in Childhood Cancer Experience 
 

Tamara Miller 

Associate Professor, Department of Pediatrics, Emory University 

 

Overview 
This presentation will review the National Childhood Cancer Registry, including types of data 
available at different levels of access. A case study of using the National Childhood Cancer 
Registry to evaluate differences in childhood cancer experience and outcomes based on type of 
geographic area will be described. 
 
Objectives 

• To provide background and introduction to the National Childhood Cancer Registry 

• To describe how National Childhood Cancer Registry can be used to evaluate 
differences in cancer treatment experience, particularly by rural relative to urban 
environments 

 
 

Peaks and Valleys: Trends in Early-onset Cancers in Canada 
 

Darren Brenner 

Professor, Departments of Oncology and Community Health Sciences, University of Calgary  

 

Overview 
Early-onset cancers in Canada are rising across several sites, revealing generational “peaks 
and valleys” that point to shifting exposures and evolving risk profiles among younger cohorts. 
Drawing on national surveillance data, this talk will discuss trends in incidence and mortality 
over time and across birth cohorts, highlighting where patterns are converging or diverging and 
identifying the cancers driving these changes. It will conclude with a discussion of the 
implications for prevention, risk stratification, and potential shifts in screening policy to better 
address the growing burden of cancer in younger populations. 
 
Objectives 

1. Describe recent trends in incidence and mortality of early-onset cancers in Canada 
across cancer sites and birth cohorts. 

2. Identify potential drivers and patterns underlying the observed “peaks and valleys” in 
younger populations. 

3. Discuss implications for prevention strategies, risk stratification approaches, and 
potential adaptations to screening guidelines. 
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Trends in Cancer among Young Adults: Signal, Noise, or 

Something More? 

Hyuna Sung 

PhD, American Cancer Society 

 

Overview 
This presentation examines how cancer risk is evolving across generations, with a focus on 
cancers that are increasing among young adults. Using colorectal cancer as a central example, 
it illustrates how birth cohort patterns—rather than age alone—are driving rising incidence and, 
increasingly, mortality among younger adults. By comparing trends across cancer types, the talk 
highlights a spectrum of underlying mechanisms, from true generational shifts in risk factors to 
changes in detection and classification. It further underscores global variation and emerging 
disparities. Finally, the presentation emphasizes the importance of early-life prevention and 
policy interventions, demonstrating that future cancer burden is being shaped today and can still 
be altered. 
 
Objectives 
1. Understand how cancer risk varies across birth cohorts and distinguish between cohort- and 
period-driven patterns. 
2.Interpret generational patterns in major cancers and their implications for future cancer 
burden. 
3.Appreciate the spectrum of underlying drivers across cancer types, from true changes in risk 
to shifts in detection and disease classification. 
4.Identify disparities, including differences between countries in progress toward reducing 
cancer among younger generations. 
5.Recognize the role of early-life exposures and prevention, and how policies targeting younger 
populations can shape future cancer burden. 
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Plenary 3 
Counting Cancer Globally: Critical Role of Cancer 

Registries in Global Health 
June 24, 2026, 10:30 AM – 11:30 AM 

 

Global Cancer Data and Estimates - An IARC Perspective 

Freddie Bray 

Head of Cancer Surveillance Branch, IARC 

 

Overview 
The global cancer burden is increasing and disparities are widening. The number of new cancer 
cases is predicted to increase by over 50% in the next 20 years, with a proportionally greater 
burden falling on countries undergoing major social and economic change. While changes in the 
scale and profile of cancer worldwide are linked to increasing levels of human development, 
there remains incredible geographical diversity given the numerous distinct types of human 
cancer. 
 
A rich source of data and a clear demonstration of the power of cancer registries is provided in 
the Global Cancer Observatory, which includes the GLOBOCAN database, Cancer Incidence in 
Five Continents, International Incidence of Childhood Cancer, and several benchmarking 
projects. These are featured on the associated Global Cancer Observatory website. Analyses 
are based on data submitted to the International Agency for Research on Cancer (IARC)’s 
Cancer Surveillance Branch every few years from cancer registries around the world. The 
presentation will examine the global patterns and trends of cancer worldwide and emphasize 
the need for local data and long-term investments in the prevention and early detection of the 
disease. 
 
Objectives 
1. To describe the importance of cancer registries in global cancer control. 
2. To demonstrate the power of global cancer statistics as showcased in the Global Cancer 
Observatory, focusing on cancer incidence data. 
 
 

Patterns of Care and Cancer Survival Trends: A Global 

Picture from VENUSCANCER and CONCORD-4 
Claudia Allemani 

Professor Of Global Public Health, London School of Hygiene and Tropical Medicine 

 

Overview 
Population-based cancer survival is a key measure of the overall effectiveness of a health 
system in managing cancer. Monitoring population-based survival trends is a key aspect of 
cancer control strategies. 
 
CONCORD is an ambitious long-term public health programme for the surveillance of trends 
and inequalities in population-based survival worldwide. Robust comparisons of real-world 
cancer survival estimates need a common protocol, centralised data quality control and 
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analyses, using the same rigorous procedures and statistical methods. CONCORD-4 has 
involved compilation of over 96 million anonymised individual records for adult patients 
diagnosed with one of 22 cancers and, for the first time, for children diagnosed with any type of 
cancer, during 1990-2022. In this cycle, we have reached 100% coverage of the USA. We have 
recently finalised all analyses, and a draft manuscript has been sent to over 700 collaborators, 
for their review. 
 
The VENUSCANCER project, embedded in CONCORD, aims to explain whether the world-wide 
differences in survival for women's cancers are attributable to differences in disease biology 
between populations, or patterns of care, or socio-economic status. VENUSCANCER offers the 
first global picture of patterns of care, and consistency with international clinical guidelines, for 
women diagnosed with breast, ovarian or cervical cancer during 2015-19. We compiled and 
analysed high-resolution data (stage, staging procedures, treatment, biomarkers) for over 
275,792 women from 103 population-based cancer registries in 39 countries and territories, 
including six registries in Canada and 13 registries in the USA. 
 
Objectives 

• To give an overview of the CONCORD programme 
• To present results on population-based survival trends over 30 years for selected 

cancers 

• To present results from VENUSCANCER, recently published in The Lancet, a landmark 
of our collaboration 

• To highlight the importance of the longstanding collaboration between the Cancer 
Survival Group and all North American Cancer Registries 

• To emphasise the impact of this work on global strategies for cancer control 
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Plenary 4 
What's New? A Focus on Cancer Surveillance 

Products 
June 24, 2026, 3:45 PM – 4:30 PM 

 
Overview of the 4th Edition of the Cancer Atlas 
 

Ahmedin Jemal 

Sr VP, Surveillance, Prevention, & Health Services Research, American Cancer Society 

 

Overview 
The Cancer Atlas aims to open readers’ eyes to the global scale and impact of cancer, covering 
the extent and magnitude of the disease, the major causes, and the different ways the disease 
can be prevented and treated. Similar to the previous editions, this fourth edition of The Cancer 
Atlas is grouped into three sections namely Risk Factors, The Burden, and Taking Action, with 
additional chapters to address timely and emerging important topics including Climate Change 
and Health System Resilience. 
 
Objectives 
To enhance knowledge of conference participants about: 
(a) the disparities in the burden of cancer and associated risk factors across the world. 
(b) Disparities in the availability and implementation of evidence-based interventions across and 
within countries. 
 
 

New Developments in Cancer Surveillance Data Resources, 

Reporting Platforms, and Analytic Tools 
 

Angela Mariotto 

PhD, Chief Statistical Research and Applications Branch, National Cancer Institute 

 

Overview 
This talk will highlight recent advances in cancer surveillance infrastructure, focusing on 
enhanced data resources, reporting platforms, the SEER*Explorer suite of tools, and analytic 
applications developed by the National Cancer Institute (NCI). It will showcase new and updated 
SEER and related datasets that enable more comprehensive analyses across the cancer 
control continuum. The session will also demonstrate new capabilities for data access, 
visualization, and analysis that improve the timeliness, usability, and interpretability of cancer 
surveillance data, supporting actionable insights to inform cancer prevention, diagnosis, 
treatment, and survivorship efforts. 
 
Objectives 
Highlight advances in cancer surveillance infrastructure, including enhanced data resources, 
reporting platforms, the SEER*Explorer suite, and analytic tools developed by NCI. 
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Plenary 5 
Cancer Recurrence as the Next Frontier in Population-

Based Cancer Surveillance 
June 25, 2026, 10:30 AM – 12:00 PM 

 
Integrating Data Streams in SEER Registries to Improve 

Population-based Surveillance of Breast Cancer Recurrence 
 

Serban Negoita 

Branch Chief, Data Quality, Analysis, and Interpretation, National Cancer Institute 

 

Overview 
Recurrence Integration Database (RID) integrates (re-abstract, re-code and re-consolidate) 
information from multiple sources to improve the accuracy of recurrence data collection, using: 
Hospital abstracts, Pathology reports, Medical and pharmacy claims (diagnostic codes, 
procedure codes) and Death certificates. RID has been implemented in SEER*DMS for all 
breast cancer cases diagnosed 2013 and later and reported to SEER registries. The 
presentation will discuss the operational rules for selecting cases “at risk” for recurrence. In 
addition, the presentation will present the recurrence status by demographic factors and clinical 
status at diagnosis. 
 
Objectives 

• Describe the Recurrence Integration Database project 
• Discuss the concept of "at risk" for recurrence. 

• Understand the distribution of unfavorable outcomes by demographic characteristics and 
clinical status at diagnosis. 

 

 
Using Natural Language Processing to Find Local, Regional 

and Distant Breast Cancer Recurrences 
 

Alan Nichol 

Radiation Oncologist, BC Cancer 

 

Overview 
This study used computed tomography (CT), pathology, and positron emission tomography 
(PET) reports from 7,802 breast cancer patients diagnosed between January 1, 2005 and 
December 31, 2014, in British Columbia, Canada. Four analytic pipelines were evaluated: (1) 
NLP-only; (2) NLP plus rule-based logic; (3) NLP plus radiotherapy data; and (4) a combined 
NLP, rule, and radiotherapy pipeline. Report-level NLP models classified recurrence events as 
local, regional, distant, or general, and predictions were aggregated at the patient level. Model 
performance was assessed with 10-fold cross-validation against prospectively collected 
recurrence data from the Breast Cancer Outcomes Unit. 
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Objectives 

1. To demonstrate how natural language processing can automate breast cancer 
recurrence detection with pathology and imaging data 

2. To appraise the accuracy of recurrence detection using natural language processing 
3. To summarize how automated recurrence detection can be integrated into a cancer 

registry 
 
 

Challenges and Opportunities in Staging Cancer Recurrence  

David Byrd 

Professor of Surgery, Fred Hutchinson Cancer Center 

 

Overview 
This presentation highlights the clinical and population health need to develop a relevant and 
contemporary staging system for first cancer recurrence. The deficits in current recurrence data 
fields by providers and the difficulty for cancer registrars to identify discrete recurrence elements 
in electronic health records will be discussed. 
 
Objectives 

• Define recurrent cancer and explain how it differs from disease progression and new 
primary cancers. 

• Distinguish between initial staging, restaging, and staging documentation at recurrence 
in alignment with AJCC and SEER standards. 

• Discuss the clinical and research value of documenting recurrence accurately. 

• Combine imaging, pathology, and clinical examination findings to characterize 
recurrence. 

 
 

Cancer Recurrence and Progression - New ENCR Guidelines 
for Population-based Cancer Registries 
Anna Gavin 

Emeritus and Honorary Professor, Queens University, Belfast 

 

Overview 
I will present the outcome of the deliberations of the European expert group on Recurrences 
and progression. 
 
Objectives 
To provide clear information on the steps required for population-based cancer registries to 
register recurrences and progression of cancers 
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ORAL PRESENTATIONS 
 

Concurrent 1.A 

Burden of Pediatric, Adolescent and Young Adult 
Cancer 

June 23, 2026, 3:30 PM - 4:30 PM 
 

Elevated Incidence of Pediatric, Adolescent, and Early Adult 

Melanoma in the Intermountain West Compared to the SEER 

21 Registries 

Dr. Angela Parra del Riego1,2,4, Kathryn Weaver2, Rachel Codden2,3, Dr. Casey Mehrhoff1,2,4, Dr. Luke 

Maese1,2,4, Jennie Vagher3, Judy Ou1,2,3 

1Division of Pediatric Hematology/Oncology, University of Utah School of Medicine, Salt Lake City, USA, 
2Huntsman Cancer Institute at the University of Utah School of Medicine, Salt Lake City, USA, 3Utah 

Cancer Registry, Salt Lake City, USA, 4Primary Children's Hospital, Salt Lake City, USA 

 

Background  

Melanomas are rare but serious skin cancers in children, teens, and very young adults. Since melanoma 

screenings are not conducted regularly for young people, identifying patterns in melanoma incidence can 
inform preventive actions. The Intermountain West’s UV exposure and genetic factors may increase risk for 

melanoma in young people, but there is limited evidence on this topic.  

 

Purpose  

We describe temporal and regional incidence of pediatric melanoma as well as incidence by age, period, and 

cohort. Methods We obtained data for melanomas diagnosed at age 0-24 between 2000-2022 from the 

Surveillance, Epidemiology, and End Results (SEER) 21 registries. Incidence, rate ratios (RR), annual percent 

change, and 95% confidence intervals (CI) were estimated for the Intermountain West (Utah, Idaho, New 

Mexico) and remaining SEER registries. State and county-level incidence were compared to national incidence 

computed from CDC WONDER. Age-Period-Cohort analysis was conducted for SEER 21 and Utah only 

(insufficient data for other states).  
 

Results  

Age-adjusted melanoma incidence in the Intermountain West was 40% higher than remaining SEER registries 

(RR= 1.4, 95% CI=1.3-1.5). This was driven by incidence in Utah and Idaho which have the nation’s 2nd and 

7th highest melanoma incidence in young people, 17.3 and 14.5 per 1,000,000 respectively. County-level 

melanoma incidence in Utah and Idaho’s most populated areas was up to 50% greater than national incidence. 

County-level melanoma incidence in Utah and Idaho’s most populated areas was up to 50% greater than 

national incidence. Annual percent changes in the Intermountain West, particularly Utah (-1.7) and Idaho (-1.6), 

were smaller than other SEER registries (-3.0). Multiple tests from the Age-Period-Cohort analysis indicated 

significant declining incidence in the SEER 21 over time (net drift=-2.9, p-value<0.001). No tests found 
temporal declines in Utah’s incidence (net drift= -0.88, p=0.58). The age distribution of diagnoses differed 

between Utah (lowest incidence age 5-10) and the SEER 21 (lowest incidence age 10-15).  

 

Conclusion  

Incidence of melanoma in young persons in Utah and Idaho are elevated compared to the nation. This 

underscores the need for targeted prevention, screenings, and investigation into genetic and environmental 

factors that contribute to elevated melanoma in children, teens, and early adults in this region. 
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Monitoring Cancer Burden in Adolescents and Young Adults 

in British Columbia 

Alpamys Issanov1,2, Dr. Yaling Yin1, Mahnoor Faisal1, Nivedha Raveinthiranathan1, Meghan O’Neill1, 

Andrew Brown1, Dr. Ryan Woods1,2 

1Data & Analytics, BC Cancer, Provincial Health Services Authority, Vancouver, Canada, 2School of 

Population and Public Health, University of British Columbia, Vancouver, Canada 

 
Background  
Cancer burden among adolescents and young adults (AYAs) is not routinely monitored as a 
distinct population in many cancer surveillance systems. While international studies report 
increasing incidence in this age group, population-based evidence describing long-term trends 
in British Columbia (BC), Canada, remains limited.  
 
Purpose 
To describe long-term trends in cancer incidence and mortality among AYAs in British Columbia 
using population-based cancer registry data. Methods We used data from the BC Cancer 
Registry on cancer incidence (1970–2023) and mortality (1995–2023). Cancer types were 
grouped according to Canadian Cancer Statistics categories. AYAs were defined as patients 
aged 15–39 years at diagnosis. Age-standardized incidence (ASIR) and mortality rates (ASMR) 
per 100,000 population were calculated by applying observed rates to the 2021 Canadian 
standard population (Statistics Canada Census). Population estimates were obtained from 
PEOPLE 2024 (BC Stats).  
 
Results  
Over 1,300 cancer cases were diagnosed among AYAs in BC in 2023. ASIRs for all cancers 
combined increased since 1970 in males, while in females the upward trend began around 2000 
and has been approximately twice that observed in males. Overall cancer incidence is projected 
to increase by 31% in males and 39% in females by 2038. Over the past decade, ASIRs for 
colorectal cancer increased by 21% in males and 25% in females. Following earlier declines, 
ASIRs for female breast and uterine corpus cancers increased by 20% over the past 25 years 
and by 42% over the past 30 years, respectively. Increasing ASIRs were also observed for 
cervical and kidney cancers, with substantially steeper increases for kidney cancer in males. In 
contrast, recent trends show declining ASIRs for thyroid and testicular cancers, while melanoma 
incidence has been decreasing since the early 1980s. Overall ASMR has declined since 1995 
across most cancer sites, except for uterine corpus cancer, for which a small number of deaths 
were recorded in the past decade.  
 
Conclusion  
Cancer incidence among AYAs in BC is increasing across several cancer sites, consistent with 
international observations, while mortality continues to decline. These findings demonstrate the 
importance of routine, age-specific cancer surveillance to support prevention strategies, 
screening policies, and health system planning for the AYA population. 
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Pediatric and Adolescent Cancers among American Indian 

and Alaska Native Peoples 

Sarah Nash1, Rachael Adcock1 

1New Mexico Tumor Registry, Albuquerque, USA 

 
Background  
There are racial/ethnic differences in the burden of childhood (0-14y) and adolescent (15-19y) 
cancers in the U.S. Although American Indian and Alaska Native (AIAN) adults are known to 
experience a unique burden of cancer, much less is known about the burden of cancer among 
AIAN children and adolescents.  
 
Purpose  
To provide a descriptive epidemiology of pediatric cancers among AIAN children and 
adolescents.  
 
Methods  
We used data from the Surveillance, Epidemiology, and End Results (SEER) 22 database to 
examine incidence and survival from pediatric and adolescent cancers, including trends over 
time. Analyses were stratified by residence in an Indian Health Service (IHS) purchased/referred 
care delivery area at time of diagnosis, and IHS region. Additionally, incidence and survival 
were compared across groups of race/ethnicity, to examine relative burden of these cancers 
among AIAN people.  
 
Results  
Between 2000-2022, 1050 (0.6%) cancers were recorded among AIAN children aged 0 to 19 
years (Childhood 0-14 years: n = 729 (69.4%), Adolescent 15-19 years: n = 321 (30.6%)). 
Overall, the incidence rate of ICCC-3 cases in AIAN children was 161.1 per 1,000,000 
population (95% CI 151.5, 171.1), with the highest rates in Alaska [219.4 per 1,000,000 
population (95% CI 191.6, 250.2)], and lowest in the East region [81.9 per 1,000,000 population 
(95% CI 65.8, 100.9)]. Overall 5-year survival for AIAN children was 80.0% (95% CI 0.77, 0.82) 
and ranged from 75% in Alaska to 87% in the Southern Plains. Finally, incidence rate ratios 
comparing other racial/ethnic groups to AIAN children and adolescents, were 1.12, 0.80, 0.92 
and 1.04 for non-Hispanic whites, non-Hispanic Blacks, non-Hispanic API and Hispanics (all 
races), respectively. Among all cases (aged 0-19 years), five-year survival among AIAN people 
was 0.83 (95% CI 0.81, 0.85), which was significantly higher than non-Hispanic Blacks (0.79, 
95% CI 0.79, 0.79), and lower than non-Hispanic Whites (0.87, 95% CI 0.87, 0.87).  
 
Conclusions  
These findings provide important baseline data for those interested in cancer among AIAN 
children and adolescents, as well as those interested in racial equity with regard to childhood 
and adolescent cancers. 
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Concurrent 1.B  
Geospatial Epidemiology: Access to Care 

June 23, 2026, 3:30 PM - 4:30 PM 
 

A Comparison of Geocoded Address Versus Census Tract 

Centroid for Distance-to-Care Studies 

Christopher Johnson1, Bozena Morawski1, Denise Jozwik1, Randi Rycroft1 

1Cancer Data Registry of Idaho, Boise, USA 

 

Background  
The Cancer Data Registry of Idaho participates in the SEER-Medicare data resource. Certain 
variables, i.e. patient ZIP Code and census tract, provider/hospital ZIP Code and unencrypted 
hospital provider numbers, are available only via restricted variable requests that each registry 
must approve. Often, researchers interested in distance-to-care studies use a ZIP-to-ZIP 
method, even when census tract is available, which could lead to biased results or differential 
misclassification – especially in rural areas.  
 
Purpose  
We compared two methods of calculating distance-to-care: patient census tract to geocoded 
provider and geocoded patient address to geocoded provider.  
 
Methods  
Our cohort included 2,901 female patients aged 20–80 diagnosed with invasive breast cancer 
during 2022–2023 and who were not contraindicated for chemotherapy. We geocoded all 
infusion chemotherapy locations in Idaho and calculated geodetic distances between the 
patient’s address at diagnosis and each infusion chemotherapy location. We calculated distance 
(miles) and estimated travel time (minutes) using road networks for the 5 shortest geodetic 
distances per cancer. We repeated this approach using the population-weighted census tract 
centroid for each cancer and evaluated distances to care by rurality of patient residence.  
 
Results  
Using the gold standard distance-to-care metric, geocoded patient address to geocoded 
infusion chemotherapy location using road networks, the median distance was 6.9 miles (IQR: 
3.6–15.7). Using census tract centroids with road networks yielded very similar results (median: 
6.7, IQR: 3.7–15.5). Geodetic distances were about 25% shorter. For rural census tracts 
(URIC=4), the median distance using geocoded patient address and road networks was 25.3 
miles (IQR: 14.3–42.2). Crucially, the use of distance-to-care metrics besides the gold standard 
identified a different facility as being the closest about 27% of the time.  
 
Conclusion  
For distance-to-care studies, using geocoded locations for patients and facilities and estimating 
distance and travel time using road networks provides the most accurate results. Census tract 
centroids serve as a good proxy for patient address when using road networks for distances. 
For projects needing to identify the closest facility, including facility bypass studies, caution is 
warranted in using any distance-to-care measure besides road network distances between 
geocoded locations for patients and facilities. 
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Access to Cancer Care in Maine: A Spatial Analysis of Drive 

Times to Cancer Facilities using Maine Cancer Registry Data  

Mark Wright1, Carolyn Bancroft1 

1Maine CDC, Augusta, USA 

 
Background  
Maine is a geographically large rural state with the highest cancer incidence and mortality rates 
in New England. Its geography, low population density, rurality, limited transportation options, 
and concentration of healthcare resources in the southern part of the State create unique 
barriers to cancer care.  
 
Purpose  
Our analysis estimated drive times for Mainers diagnosed with cancer to Commission on 
Cancer (CoC) accredited and non-CoC accredited facilities in Maine. The purpose of this project 
is to understand access to care among Mainers diagnosed with cancer and use these data to 
inform public health interventions and policies. This mapping will inform geocoding quality 
improvement efforts by Maine Cancer Registry (MCR).  
 
Methods  
A drive time analysis was conducted in ArcGIS Pro using a Maine Department of Transportation 
(DOT) network data set of public roads, cancer reporting facility addresses, and MCR records 
for diagnosis years 2018-2022. Facilities (n=33) were geocoded using the US Census Address 
locator. Patient records (n=44165) were assigned population weighted centroids of their 2020 
census block groups based on residential address at the time of diagnosis. Geocoding quality 
scores from Aggie and Geocodio were used to determine inclusion in the analysis.  
 
Results  
Out of 55,536 tumors diagnosed between 2018-2022, we mapped 44,165 records with high 
quality and complete geocoding information. Excluding low-quality records did not appear to 
alter the age or geographic distribution of our sample. While nearly 93% of Mainers diagnosed 
with cancer between 2018-2022 lived within a 30-minute drive of the closest cancer reporting 
facility; only 58% lived within 30 minutes of a CoC accredited facility. One percent of Mainers 
diagnosed with cancer between 2018-2022 lived greater than a 60-minute drive from the closest 
cancer reporting facility and 13% lived over an hour from a CoC accredited facility.  
 
Conclusion  
While over half of Mainers diagnosed with cancer lived within 30 minutes of a CoC accredited 
facility, cancer patients in rural counties in Northern Maine overwhelmingly lived greater than a 
60-minute drive from the closest CoC facility. This analysis highlights the travel burden for 
cancer patients in rural areas with the highest cancer incidence and mortality rates in Maine. 
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Geographic Access to Diagnostic Facilities and Its Impact on 

Endometrial Cancer Presentation in New Mexican Women 

Rachael Adcock1,2, Mikaela Kosich1, Dr. Sarah Nash1,2, Angela Meisner2, Prof. Charles Wiggins1,2 

1University Of New Mexico Comprehensive Cancer Center, Albuquerque, USA, 2New Mexico Tumor 

Registry, Albuquerque, USA 

 
Background  
Endometrial cancer is the most common gynecological cancer, yet early-stage diagnosis is 
challenging as symptoms are typically nonspecific and resemble those of more common 
conditions. Multiple barriers limit access to care, including provider shortages, cost or lack of 
insurance, limited service hours and stigma or bias related to race, ethnicity, and gender, while 
geographic access is less often considered. New Mexico, a largely rural/frontier, majority-
minority state, provides an opportunity to investigate interactions between geographic and social 
barriers to healthcare access.  
 
Purpose  
Using population-based data from the New Mexico Tumor Registry, we examined whether 
longer travel distance to diagnostic facilities was associated with late-stage endometrial cancer.  
 
Methods  
New Mexican women with malignant endometrial cancer (ICDO-3 topography code C54.1) 
diagnosed between 2018-2022 were analyzed. Cancer-specific characteristics, patient 
demographics, residential address, and diagnostic facility were included, with stage at diagnosis 
as the primary endpoint, categorized as early-stage (localized) vs late-stage (regional and 
distant). Residential and diagnostic facility addresses were geocoded, and driving distance 
estimated using the Route Analysis tool in the Network Analyst package in ArcGIS. Logistic 
regression models were utilized to investigate the association between travel distance and 
stage at diagnosis.  
 
Results  
A total of 982 women diagnosed with early- or late-stage endometrial cancer had complete 
residential and diagnostic facility addresses for geocoding. More women were diagnosed with 
early-stage (72%) than late-stage (28%) disease. Those with late-stage disease were more 
likely to be older and have high-risk disease (endometrioid grade 3, serous carcinoma, clear cell 
carcinoma, or carcinosarcoma). The odds of being diagnosed with late-stage endometrial 
cancer (compared to early-stage) was 0.88 (95%CI 0.58-1.32) for those with a travel distance of 
10-75km and 0.93 (95%CI 0.59-1.48) for those travelling 75+km, compared to a travel distance 
of <10km, after adjusting for race/ethnicity, age at diagnoses, insurance coverage, marital 
status, and risk group.  
 
Conclusions  
Travel distance to diagnostic facility was not associated with later-stage endometrial cancer for 
New Mexican women, which is encouraging in a predominantly rural/frontier state. However, 
rural populations continue to experience poorer cancer outcomes, thus, future work will examine 
the relationship between distance and time to cancer specialists and treatment initiation
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Concurrent 1.C 
Improving Workflow though Technology 

June 23, 2026, 3:30 PM - 4:30 PM 
 

Operationalizing a Chronological, Automation-Driven 

Framework for Death Certificate–Only (DCO) Case Resolution 

Using File*Pro and Python in a Central Cancer Registry 

Nishant Jain1,2, Lucinda Ham1,2, Stacy Barr1,2, Joseline Hernández3, Mohammad Beheshti1,2,4, Iris 

Zachary1,2,4 

1Missouri Cancer Registry & Research Center, Columbia, U.S.A, 2College of Health Sciences, 

Department of Public Health, University of Missouri, Columbia, U.S.A., 3Missouri Department of Health 

and Senior Services, Jefferson City, U.S.A., 4MU Institute for Data Science and Informatics, University of 

Missouri, Columbia, Missouri, Columbia, U.S.A. 
 

Background  

Death Certificate–Only (DCO) processing is essential for finding cancer cases that were never reported. 

The resolution is a time-dependent, multi-stage registry operation that reconciles tens of thousands of 

annual death certificate records while coordinating external dependencies. The process includes linking 

state mortality files to the registry database to identify matches and update vital status. This often leads to 

repeated rework, formatting, and correction or rerun of cases.  
 

Purpose  

To present process improvements using a chronological, automation-driven DCO lifecycle framework that 

adds subprocess automation using File*Pro and Python to orchestrate, standardize & automate 

intermediate transformations, quality checks, follow-back operations to prepare files that enter Webplus, 

are used in PrepPlus and imported in CRSPlus.  
 

Methods  

In 2025, when the Missouri Cancer Registry received death certificate records, we redesigned DCO 

processing into a single, chronological workflow supported by FilePro and Python. File Pro was used as a 

middle layer for records that did not match existing cases, while Python scripts automated the routine 

extract, and load tasks between systems. Using ICD-10 criteria, reportable DCO candidates were 

identified and routed through two operational branches: (1) a PrepPlus/CRSPlus import and (2) a 

WebPlus follow-back branch. MatchPro linkages against CRSPlus extracts were used to find cancer 

cases not in the MCR database. File*Pro served as a middle processing layer for non-matches. Python 

scripts performed reproducible extract/transform/load steps between stages, including DHSS→NAACCR 

field mapping, datatype normalization, PAS output merging, NAACCR XML generation, and QA-ready 

reconciliation files to support GenEdits/PrepPlus validation and rapid reprocessing (case assignment, 

abstract creation, follow-back response tracking).  
 

Results  

This approach reduced dependence on ad hoc file edits, improved consistency of intermediate datasets, 

and made it easier to reprocess records when errors or late information were identified. Because each 

step produced standardized outputs, downstream validation and follow-back activities were more 

predictable and easier to manage. The process also produced reusable scripts and templates that can be 

applied in future reporting cycles.  
 

Conclusion  

A File*Pro-orchestrated and Python-supported lifecycle framework can convert DCO processing from 

episodic manual file handling into a chronological and auditable workflow that supports rapid 

reprocessing, consistent mappings, and scalable follow-back operations within existing central registry 

infrastructure. 
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Tableau Dashboard: An Innovative Approach to Monitoring 

Cancer Case Submission by Facilities 

Furrina Lee1, Jeannie Haller1, April Austin1 

1NYSDOH, Menands, USA 

 
Background  
The New York State Cancer Registry (NYSCR) receives over 300,000 abstracts annually from 
about 250 facilities. We have used various methods to monitor data submission in order to 
promote completeness, timeliness, and data quality. However, there was a need for an 
integrated system to review all of the key performance metrics and make data quality results 
readily available to facilities.  
 
Purpose  
The NYSCR sought to enhance its operations and streamline timely sharing of key performance 
metrics with reporting facilities. Specifically, we aimed to develop a versatile tool with 
comprehensive and effective visual exploration of key metrics and incorporate the insights into 
our routine monitoring of case submission.  
 
Methods  
We identified key performance metrics of case submission, processed the source data using 
SAS, and developed a Tableau dashboard. We collaborated with Information Technology staff 
to automate authentication protocols to meet a two-level security requirement. We embedded 
the dashboard within the Facility Cancer Reporting Application―a secure vehicle currently used 
by facilities to submit cancer cases. NYSCR staff performed user acceptability testing and 
provided valuable feedback that enhanced usability.  
 
Results  
The NYSCR’s interactive Facility Cancer Data Submission Dashboard has four panels: 
Completeness, Timeliness, Data Quality, and Internal Only. It uses multiple figures and tables to 
display a facility’s performance on each metric. In addition, there are relevant filters for dynamic 
data exploration with detailed drill-downs within each figure (or table). Facilities can access the 
first three panels to view and download reports on their data submission metrics, while NYSCR 
staff can access additional panels and information about all facilities. The Internal Only panel 
summarizes the completeness metrics for all facilities and highlights the facilities that are 
delinquent in reporting for timely outreach. The dashboards will be updated biweekly so that 
issues with performance can be identified and rectified promptly. Documentation with 
instructions, technical notes, and data interpretation is available to users.  
 
Conclusions  
By allowing the NYSCR and facilities to track key metrics of case submission and identify issues 
quickly, this data submission dashboard is expected to improve accessibility, functionality, and 
efficiency, and lead to actionable insights, with a goal of better compliance with state reporting 
laws.
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Achieving Timely Cancer Incidence Reporting Through 

Pathology Workflow Innovation 

Carol Carlson1 

1Myriddian LLC, Columbia, USA 

 

Background  
The Maryland Cancer Registry initiated efforts to advance real-time reporting by exploring early 
incidence reporting using pathology data, to provide timely data and circumvent delays in 
reporting from non-hospital diagnoses, such as melanoma of the skin and early-stage urologic 
or breast tumors. Historically, pathology cases were fully abstracted to compensate for 
noncompliant outpatient reporters; however, improved reporting from these sources has 
reduced the need for full pathology abstraction. Challenges faced were delays in pathology 
software updates, unresolved software malfunctions, and the manual effort required to identify 
minimal data elements.  
 
Purpose  
Develop pathology processing method to work around software issues and reduce manual 
coding with a goal toward early incidence reporting within 30 days of receipt.  
 
Methods  
Early lab follow-back was conducted to confirm outpatient reporting compliance was sufficient to 
support the transition from full pathology abstraction to incidence-only reporting. The settings for 
the reportability filter were optimized to improve identification of primary site and histology from 
electronic pathology reports. Reportable diagnoses were then converted from HL7 to NAACCR 
format using software work around, followed by a multi-step conversion, updating, and 
defaulting process, utilizing Registry Plus software tools and robotic process automation.  
 
Results  
Early lab follow-back confirmed outpatient reporting was adequate in volume and quality to 
eliminate the need for full abstracts from pathology reports. Extensive customization of the filter 
led to near 100% accuracy in identifying primary site and histology for some diagnoses. 
Pathology processing for 2025 cases progressed from 0% in the first week of August, to 58% by 
the end of September, then 105% at the beginning of December.  
 
Conclusion  
Improved identification of primary site and histology enhanced reportability determination and 
reduced the burden of manual coding. Combining various software tools and automated 
processes allowed the registry to overcome software challenges. Within three months, 
pathology cases were being processed within 30 days of receipt, providing more timely data and 
allowing resources previously dedicated to pathology abstraction to be redirected to 
consolidation. 
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Concurrent 1.D   
Addressing Challenges with Serving Specialized 

Populations 
June 23, 2026, 3:30 PM - 4:30 PM 

 

Radiation Exposure Compensation Act: Impacts on Utah 

Cancer Registry 

Cameron Howlett1, Carrie Bateman1, Kacey Wigren1, Dr. Morgan Millar1,2,3, Dr. Jen Doherty1,2,3 

1Utah Cancer Registry, Salt Lake City, USA, 2University of Utah, Salt Lake City, USA, 3Huntsman Cancer 

Institute, Salt Lake City, USA 

 
Background  
In 2025, the Radiation Exposure Compensation Act (RECA) was renewed and expanded. 
RECA allows cancer survivors and their families to request compensation for a set of cancers 
caused by radiation exposure. The cancer survivor community is eager to receive this benefit, 
which requires confirmation of the cancer diagnosis. This has resulted in a large increase in the 
number of requests to cancer registries for record releases. After RECA was renewed in 2025, 
Utah Cancer Registry quickly received a large influx of records requests, necessitating a new 
process to manage the increased workload.  
 
Purpose  
This presentation will characterize the workload that can be created by a new policy/program 
that is not directly related to the Cancer Registry and explain to other registries how and when 
Utah will release individual cancer information to requestors.  
 
Methods  
Utah implemented a publicly available REDCap survey for requesting cancer information. 
Requestors must provide identifiers of the individual whose cancer diagnosis information is 
being requested, and additional documents to verify their relationship if the requestor is not the 
cancer survivor. Our staff then assess if the requestor is eligible to receive the requested 
information. We developed a workflow contained within the REDCap environment to track and 
notify our staff when a task is available. We retain these requests in REDCap for 12-18 months, 
after which we delete all identifying information from REDCap. We retain some non-identifying 
information to track volume/workload of the process and plan for the future.  
 
Results  
Between 2005 (when we started tracking records releases) and 2024, we received more than 
500 requests. After the RECA renewal in early 2025, we have received 419 requests in 2025 
alone and expect a similar pace until the end date of the program, December 31st, 2027.  
 
Conclusion  
Processing record releases is a large time investment for cancer registries, requiring multiple 
rounds of verification of identity as well as ODS time to verify and pull the relevant cancer 
information. By streamlining the process with REDCap, we have greatly reduced the time 
investment and can now easily track work items to effectively fulfill requests.
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Establishing an Arctic-Wide Indigenous People Cancer 
Registry: Addressing Gaps and Promoting Health Equity in 

Vulnerable Populations 

Elena Roik1, Keri Miller1, Garrett Zimpelman1 

1Alaska Native Epidemiology Center, Alaska Native Tumor Registry, Anchorage, USA 

 

Background  
The establishment of a comprehensive cancer registry for Indigenous people across the Arctic is a 
critical public health priority. Indigenous communities in the Circumpolar region face unique 

environmental, public health, and socio-economic challenges that contribute to disparities in cancer 
rates. However, the current lack of detailed epidemiological data on cancer incidence, prevalence, 
and outcomes within these populations significantly hampers efforts to develop targeted prevention, 
early detection, and treatment strategies.  
 
Purpose  
To present existing data on the Circumpolar region, advocate for the updated cancer data.  
 
Methods  
A relevant example of the value of such registries is the Alaska Native Tumor Registry (ANTR), 

which has provided vital data leading to significant public health interventions. Data from the ANTR 
revealed a disproportionately high incidence of colorectal cancer among Alaska Native people, 
prompting a revision in the recommended age for colorectal cancer screening. The screening age 
was lowered from the standard 50 years to 40 years for Alaska Native people, leading to earlier 
detection and improved outcomes. However, the latest comprehensive data available for other 
Indigenous populations in the Circumpolar region is from 2014, highlighting a significant gap in 
current cancer surveillance efforts across the Arctic. This outdated data limits the ability to ef fectively 
track trends, identify emerging health issues, and respond to the evolving cancer burden in these 
communities.  
 
Results  

The creation of a cancer registry tailored to Arctic Indigenous populations would enable the 
systematic collection, analysis, and dissemination of up-to-date data across the region, thereby 
addressing critical gaps in our understanding of cancer patterns in these communities. Such a 
registry would not only facilitate the identification of cancer trends and risk factors specific to 
Indigenous people but also support culturally appropriate healthcare interventions. Furthermore, it 
would provide a robust framework for monitoring the effectiveness of public health initiatives and for 
guiding policy decisions aimed at reducing cancer disparities in the Arctic.  
 
Conclusion  
The Alaska Native Tumor Registry advocates for the implementation of an Arctic-wide Indigenous 

people cancer registry as a cornerstone for improving cancer outcomes and promoting health equity 
among Indigenous people in the Circumpolar region.
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Improving health equity through data: Progress towards 
equitable data collection and Indigenous data stewardship 

through the pan-Canadian Cancer Data Strategy 

Annisa Siu1, Stephanie Leach1, Natalie Fitzgerald1, Kim Tran1 

1Canadian Partnership Against Cancer, Toronto, Canada 

 
Background  
In 2023, The Canadian Partnership Against Cancer (CPAC) and the Canadian Cancer Society 
released the pan-Canadian Cancer Data Strategy, developed through engagements with 
system partners across Canada, including First Nations, Inuit and Métis partners. The strategy 
identifies priorities for cancer data improvements, emphasizing the need to fill gaps in data 
collection and support First Nations, Inuit and Métis-governed data systems; this aligns with 
CPAC’s ultimate outcome of achieving equitable access to quality cancer care in Canada.  
 
Purpose  
CPAC provides funding support to cancer agencies and programs who are working in a 
reconciliatory way with First Nations, Inuit and Métis organizations or governments to a) 
advance the collection of race, ethnicity and/or Indigenous (REI) identifiers; and b) advance 
First Nations, Inuit, and Métis data and data governance. Collecting REI identifiers in health 
data helps identify health equity gaps and enables linkages to understand patient access, 
experiences and outcomes. Upholding Indigenous data sovereignty principles supports First 
Nations, Inuit, and Métis self-determination, driving progress towards the Truth and 
Reconciliation Calls to Action.  
 
Methods  
To support partners with implementation, CPAC holds regularly scheduled check-in calls to 
monitor progress on project outcomes. Convening activities, such as knowledge exchange 
events or partner connection calls, are held regularly to support partner collaboration and 
advance jurisdictional work. CPAC funding enabled partners to secure resources, build and 
implement governance frameworks and support in-person and virtual community engagements.  
 
Results  
Partners are progressing at different stages of building and maintaining partnerships with First 
Nations, Inuit and Métis organizations/governments to ensure initiatives align with data 
governance principles and community priorities. Supported by key partnerships, jurisdictions are 
expanding the collection or linkage of identifiers for racialized groups, ethnic groups, and/or First 
Nations, Inuit or Métis across health systems to improve equity-focused analyses. Indigenous 
and community-led data governance processes are being developed, refined and implemented 
to uphold data sovereignty and enable community-led access and decision-making.  
 
Conclusion  
Addressing health equity gaps in data requires a cohesive effort on all fronts, from trust-building 
to upholding data governance, to enhancing analytical capabilities. Embedding equity and 
reconciliation principles in health data guides efforts towards fair and accessible cancer care in 
Canada. 
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Concurrent 1.E  
Survival Predictors and Trends 

June 23, 2026, 3:30 PM - 4:30 PM 
 

Association of Microsatellite Instability Status with Survival 
Among Colorectal Cancer Patients in Louisiana: A 

Population‑based Analysis 

Xiao-Cheng Wu1,3, Dr. Yong Yi1, Dr. Meichin Hsieh1, Dr.  Qingzhao Yu2, Dr.  Edward Trapido1 

1School of Public Health Epidemiology and Population Health Program, LSU Health New Orleans, New 

Orleans, USA, 2School of Public Health Biostatistics and Data Sciences Program, LSU Health New 

Orleans, New Orleans, USA, 3Louisiana Tumor Registry  

 
Background  

Microsatellite instability (MSI) is a key biomarker in colorectal cancer, informing both prognosis and 

therapeutic decision-making. MSI-high (MSI-H) tumors are associated with the proximal colon and better 

outcomes. Most evidence comes from clinical trials  or single-institution studies, leaving gaps in 

understanding real-world patterns and survival outcomes. This study evaluates these associations using 

comprehensive registry data.  

 

Purpose  

To examine the association of MSI status (MSI-H, MSI-L, and stable) with overall survival (OS) and 

cause-specific survival (CSS) among colorectal cancer patients in Louisiana, adjusting for population 

characteristics and clinical factors.  

 

Methods  

We analyzed 5,721 colorectal cancer cases diagnosed between 2018 and 2023 with MSI testing results 

from the Louisiana Tumor Registry, excluding appendix, death certificate only, and autopsy cases. MSI 

status was classified as stable, MSI-Low (MSI-L), or MSI-High (MSI-H). Survival differences across MSI 

groups were compared using Kaplan-Meier curves, and hazard ratios for OS and CSS were estimated 

using multivariable Cox proportional hazards models adjusted for demographic (i.e., race, sex, age, 

poverty, urban/rural, BMI, summary stage, comorbidity, and treatment.  

 

Results  

Approximately 10.6% of cases were classified as MSI-H. MSI-H tumors occurred more frequently in non-

Hispanic White, older patients, and those with proximal colon. Kaplan-Meier curves demonstrated a clear 

survival advantage for MSI-H (log-rank p = 0.0018). In multivariable Cox proportional hazard models, 

MSI-H remained significantly associated with better OS (HR = 0.71, 95% CI: 0.59–0.85) and CSS (HR = 

0.63, 95% CI: 0.50–0.79), compared with MSI-stable tumors. In contrast, MSI-L tumors did not differ 

significantly in survival relative to MSI-stable tumors. Additional independent predictors for poor survival 

included older age, high poverty (for OS only), Medicaid or no insurance coverage, proximal colon, 

advanced stage at diagnosis, a Charlson comorbidity score ≥2, absence of surgery, and lack of systemic 

therapy.  

 

Conclusion  

MSI status is an independent predictor of survival in colorectal cancer. MSI -H tumors have a clear 

survival advantage for both OS and CSS. These findings underscore the importance of MSI testing for 

treatment planning and highlight the need to address differences related to age, socioeconomic status, 

and insurance coverage.
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Predictors of Poorer Survival Among Individuals Diagnosed 

with Distant Stage Tumors in 2015-2022 in New York State 

Dr. Margaret Gates Kuliszewski1,2, Dr. Tabassum Insaf1,2 

1New York State Cancer Registry, New York State Department of Health, Albany, USA, 2Department of 

Epidemiology and Biostatistics, University at Albany, Albany, USA 

 
Background  
Prior analyses suggest increased time to cancer treatment initiation (TTI) in recent diagnosis 
years, which may result in poorer outcomes. Although follow-up time is limited for cases 
diagnosed during and after the COVID-19 pandemic, analyses of distant stage cancers may 
allow for early assessment of predictors of survival for recent diagnoses.  
 
Purpose  
To examine associations of TTI and other variables of interest with overall survival among 
individuals recently diagnosed with distant stage tumors.  
 
Methods  
We categorized the number of days from diagnosis to first reported treatment date as 
missing/unknown, ≤30, 31-60, 61-90, or >90 days. We examined patient characteristics for all 
distant stage solid tumors diagnosed in 2015-2022 in New York State and for selected cancer 
types and used Kaplan-Meier curves and multivariable-adjusted Cox proportional hazards 
regression to examine predictors of overall survival with follow-up through 2023.  
 
Results  
Results suggested better survival for TTI 31-60, 61-90, or >90 days vs. ≤30 days after diagnosis 
for all distant tumors and specific cancer types. Variables associated with statistically significant 
poorer survival included recent diagnosis year (HR=1.05, 95% CI=1.02-1.07 for 2020; HR=1.06, 
95% CI=1.03-1.08 for 2021; HR=1.18, 95% CI=1.15-1.21 for 2022 vs. 2015-2019), older age 
(HR=1.18, 95% CI=1.16-1.20 for 70-79; HR=1.73, 95% CI=1.70-1.77 for ≥80 vs. 60-69 years of 
age), non-Hispanic Black vs. White race (HR=1.05, 95% CI=1.03-1.08), and non-urban vs. 
urban residence (HR=1.15, 95% CI=1.12-1.17). Unmarried individuals, those without private 
primary payer, those treated in non-Commission on Cancer facilities, and those residing in 
census tracts with higher poverty also had statistically significant poorer survival, while females, 
younger individuals, and individuals with Hispanic ethnicity or Asian/Pacific Islander race had 
better survival. Results were generally similar in analyses stratified by cancer type.  
 
Conclusion  
We observed poorer survival with early treatment initiation, which could be due to additional 
prognostic factors such as poor general condition or comorbidities not available in registry data. 
We also observed associations of several variables with poorer survival including diagnosis 
year. Work is needed to understand the reasons behind the poorer survival among those with 
shorter TTI and for the most recent diagnoses, as well as to improve survival of individuals in 
certain demographic groups. 
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Assessing Trends in Conditional Survival for Non-Hodgkin 
Lymphoma and Chronic Myeloid Leukemia via Novel 

Extensions to the Joinpoint Survival Model 

Theresa Devasia1, William Wheeler2, Dennis Buckman2, Eric Engels1, Angela Mariotto1 

1National Cancer Institute, Bethesda, USA, 2Information Management Services Inc., Calverton, USA 

 
Background  
Five-year relative survival for non-Hodgkin lymphoma (NHL) and chronic myeloid leukemia (CML) 
has improved, reflecting therapeutic advances, but prognosis beyond 5 years post -diagnosis is less 
understood. Conditional survival, the probability of further survival given survival to a specific time, is 
an informative measure to understand outcomes of long-term cancer survivors. Assessing trends in 
conditional survival is important to understand late effects of treatment and long -term survivorship.  
 
Purpose  

We developed a Landmarked joinpoint survival (JPSurv) model that employs data beginning at a 
pre-specified follow-up interval to estimate trends in conditional survival.  
 
Methods  
We applied the Landmarked JPSurv model to NHL (overall and by major subtype) and CML relative 
survival data from 8 Surveillance, Epidemiology, and End Results (SEER) Program registries for 
patients diagnosed 1975-2021. Subtypes of NHL examined included chronic lymphocytic 
leukemia/small lymphocytic lymphoma (CLL/SLL), diffuse large B-cell lymphoma (DLBCL), and 
follicular lymphoma (FL). Five-year conditional relative survival (given survival to 5 years) was 
calculated as the ratio of 10-year relative survival to 5-year relative survival. We estimated calendar 

trends in both 5-year relative survival and 5-year conditional relative survival (given survival to 5 
years) using annual absolute changes in survival represented by percentage points (pp) over a time 
frame.  
 
Results  
Between 1980 and 2010, 5-year relative survival increased by 26.1 pp for NHL and 42.4 pp for CML. 
The largest annual increases in 5-year relative survival over calendar year of diagnosis were 
observed for DLBCL (+2.44 pp 1995-2002) and CML (+2.52 pp 1996-2011). Five-year conditional 
relative survival (given survival to 5 years) improved most for CML (+1.79 pp 1985 -2016), CLL/SLL 
(+0.80 pp 1988-2016), and FL (+0.80 pp 1990-2016). For patients diagnosed after 2010, 5-year 

conditional relative survival (given survival to 5 years) was approximately 90% for all cancers 
studied.  
 
Conclusion  
Both 5-year relative survival and 5-year conditional relative survival (given survival to 5 years) 
improved substantially, reflecting advances in therapy and long-term patient outcomes. The 
Landmarked JPSurv model is a novel framework for conditional survival analysis that can be used to 
inform survivorship research, offering insight into lasting treatment effects and the likelihood of 
patients obtaining a sustained remission.
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Concurrent 2.A  
Temporal Shifts in Cancer Incidence 

June 24, 2026, 1:00 PM - 2:15 PM 
 

The Growing Impact of Human Papillomavirus Related 

Cancers in the US: Current Trends and Future 

Considerations 

Angela Giaquinto1, Farhad Islami1, Natalia Mazzitelli1, Ahmedin Jemal1, Rebecca Siegel1 

1American Cancer Society, Atlanta, USA 
 

Background  
The human-papillomavirus (HPV) virus is one of the most common sexually transmitted 
infections in the US and high-risk strains are associated with cancer. The HPV vaccine has the 
potential to nearly eliminate cervical and anal cancers and reduce incidence of many other 
cancers. However, contemporary information on the burden of HPV-associated cancers is 
unknown. 
 
Purpose  
Examine trends in incidence rates for HPV-associated cancers (oropharynx, anus, cervix, penis, 
vagina, and vulva) in the United States.  
 
Methods  
Population-based invasive cancer incidence data were provided by the North American 
Association of Central Cancer Registries for years 1998-2021. HPV-associated cancers were 
defined based on ICD-O3 site and histology codes as grouped by the Centers for Disease 
Control and Prevention. Incidence rates of cervical cancer were corrected for hysterectomy 
prevalence using information from the Behavioral Risk Factor Surveillance System to adjust 
populations at risk. All incidence rates were age standardized to the 2000 US standard 
population using 19 age groups and adjusted for delays in reporting. Trends were analyzed 
using Joinpoint regression modeling, version 5.4.0.0. The numbers of newly diagnosed HPV-
associated cancer in 2026 were estimated by applying the proportion of HPV-associated cases 
by cancer site and age for 2018-2022 to previously reported estimated cases by site.  
 
Results  
Approximately 59,490 new HPV-associated cancer cases will be diagnosed in 2026, with 
oropharynx and cervical cancer making up 47% and 22% of cases, respectively. Overall, HPV-
associated cancer incidence increased from 2013 – 2022 in women and men by 0.4% per year 
and 1.3% per year, respectively. Increases were steepest for anal cancer (by 0.9% annually in 
men and 2.6% annually in women) and oropharyngeal cancer (by 1.5% annually in men). Site 
trends varied by racial and ethnic group and age. Cervical cancer incidence among women 20-
29 years declined by 7.5% per year over the past decade.  
 

Conclusion  
Aside from decreasing trends in cervical cancer incidence among young women, which likely 
reflect success of the HPV vaccine, HPV-associated cancers are increasing in both men and 
women. The HPV vaccine has the potential to reverse these trends with sufficient population 
coverage. 
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Changes in Incidence Rates of Uterine Corpus Cancer by 

Birth Cohort in 25 Countries, 1998-2017 

Kieran Kelly1, Dr. Ashley Felix2, Dr. Philip Rosenberg1, Dr. Hyuna Sung1, Dr. Ahmedin Jemal1 

1Surveillance, Prevention, & Health Services Research, American Cancer Society, Atlanta, USA, 2Wake 

Forest University School of Medicine, Winston-Salem, USA 

 
Background  
Increases in uterine corpus cancer incidence have been reported in multiple countries, with age-
specific patterns suggesting a birth cohort effect. However, most studies rely on period-based 
approaches, limiting characterization of trends by birth cohort.  
 
Purpose  
Age-period-cohort models were applied to uterine corpus cancer incidence in 25 countries from 
1998-2017 to characterize birth-cohort trends beyond period-based summaries.  
 
Methods  
Uterine corpus cancer incidence data for women aged 30-84 years from 1998 to 2017 (birth 
cohorts from 1914-1922 to 1979-1987) were obtained from Cancer Incidence in Five Continents 
Plus (CI5plus), NORDCAN, and the North American Association of Central Cancer Registries 
(NAACCR). Age-period-cohort models were applied to examine cohort- and period-specific 
trends, estimate incidence rate ratios, and test cohort and period effects by assessing the 
statistical significance of non-linear trends (e.g., deviations).  
 
Results  
From 1998 to 2017, 1,246,289 cases were diagnosed over 2.98 billion person-years. Over the 
past two decades, incidence rates increased in 13 of 25 countries, with the fastest rises in 
Thailand (3.58% per year; 95% CI, 2.78-4.38), Belarus (3.32% per year; 3.06-3.57), and Türkiye 
(3.01% per year; 2.35-3.67); decreased in Austria (-1.57% per year; -2.00 to -1.13), Finland (-
0.76% per year; -1.24 to -0.29), and the Philippines (-0.60% per year; -1.16 to -0.04); and 
remained stable in nine countries. Among the 13 countries with increasing trends, cohort rate 
ratios increased across successive cohorts relative to the 1949-1957 cohort, ranging from 1.77 
(95% CI, 0.74-3.27) in Croatia to 3.45 (2.67-4.46) in the United Kingdom for the 1979-1987 
cohort, while period rate ratios comparing 2013-2017 with 2003-2007 ranged from 1.10 (1.03-
1.17) in Denmark to 1.50 (1.34-1.67) in Thailand. A non-linear birth cohort effect alone was 
significant in 6 of 13 increasing countries; both cohort and period effects were significant in four 
countries; the period effect alone was significant in Türkiye; and neither effect was significant in 
Ireland or Estonia.  
 
Conclusion  
International trends in uterine corpus cancer incidence differ across countries and reflect period 
effects, cohort effects, or their combination; however, pronounced birth cohort effects in most 
countries with increasing trends suggest that younger generations of women may face higher 
risk than earlier generations at the same age.
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Early-Stage Lung Cancer by Histologic Type and State, 

United States, 2009 to 2022 

Jane Henley1, Ashwini Soman, Jessica King, Thomas Richards, Simple Singh, Manxia Wu 
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Background  
Lung cancer screening, first recommended by the U.S. Preventive Services Task Force in 2013, 
helps find cancers at an early stage before they cause symptoms or spread. Yearly lung cancer 
screening is recommended for adults at high risk of developing lung cancer because of their age 
and smoking history; eligibility criteria were updated in 2021. In 2022, 13.7 million U.S. adults 
were eligible for lung cancer screening.  
 
Purpose  
We examined early-stage lung cancer by histologic type and state before and after lung cancer 
screening was recommended and assessed recent screening prevalence.  
 
Methods  
Using U.S. Cancer Statistics incidence data for 2009 to 2022, we calculated the annual 
percentage of lung cancers diagnosed at early stage (localized SEER Summary Stage) among 
adults ≥50 years by histologic type (small cell carcinoma, adenocarcinoma, squamous cell 
carcinoma, other and non-specified types) and state (5-year average). Using 2021 eligibility 
criteria, we derived state-specific lung cancer screening prevalence from the 2022 Behavioral 
Risk Factor Surveillance System and used Pearson correlation coefficients to evaluate 
association with early stage diagnosis.  
 
Results  
In 2009, before screening was recommended, 2 of 10 lung cancers were diagnosed at early 
stage. In 2022, this increased to 3 of 10. This percentage was higher for adenocarcinoma and 
squamous cell carcinoma (35%) but lower for small cell carcinoma (7%). By state, the 
percentage of lung cancers diagnosed at early stage ranged from 16% to 24% in 2009–2013 
and from 22% to 37% in 2018–2022. Among screening-eligible adults, the prevalence of lung 
cancer screening was 18% and ranged by state from 11% to 31%. State-specific prevalence of 
lung cancer screening was correlated with percentage of cases diagnosed at early stage 
(r=0.55; P<.0001). The state with the highest prevalence of lung cancer screening also had the 
highest percentage of cases diagnosed at early stage.  
 
Conclusion  
The reduction in lung cancer incidence driven by effective tobacco control is a recognized public 
health achievement. Now with early detection, more lung cancers of all types are being found at 
an early stage when they are more treatable. Communities can implement proven strategies to 
reduce tobacco use and promote lung cancer screening. 
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Tobacco-Related Cancers in South Carolina, 2004-2023 

Bezawit Eyob Kase1, Christina Paul1, Stephanie Chiodini1 

1South Carolina Central Cancer Registry, Department of Public Health, Cayce, USA 

 
Background  
Tobacco use is known to increase the risk of developing cancer. In South Carolina (SC), a 
statewide survey conducted in 2023 shows that 68.9% of adults reported ever smoking 
cigarettes and 11.8% are currently smoking cigarettes. Several Tobacco Prevention and Control 
programs are in place, however the progress towards prevention of tobacco-related cancers 
(TRC) in the past two decades is not known.  
 
Purpose 
We aim to examine the trends in incidence and mortality of TRC in SC over two decades.  
 
Method  
TRC include cancers of the lungs, trachea, bronchus, larynx, blood (acute myeloid leukemia), 
bladder, cervix, colon and rectum, esophagus, kidney and renal pelvis, liver, mouth and throat, 
pancreas and stomach. SC Central Cancer Registry and Vital Records death data from 2004-
2023 were used. Incidence and mortality rates stratified by demographic variables were 
computed using SEER*Stat.  
 
Results  
The incidence rate of TRC declined from 211 to 181 per 100,000 people in SC, a 14% decline 
over 20 years. Males experienced a 20% decline while females had 10% decline in incidence 
rate of TRC. Residents younger than 40 did not experience a decline in the incidence of TRC. 
There was a 13% decline in White residents and an 18% decline in African American residents 
in the incidence of TRC. Liver, pancreas, and kidney and renal pelvis cancers showed an 
increased incidence rate over the 20 years. Mortality rate from TRC declined from 116 to 87 per 
100,000 in SC, a 25% decline over 20 years. Males (29%), African American residents (28%), 
older adults (25%) experienced a greater decline in mortality from TRC compared to females 
(21%), White residents (24%) and residents younger than 40 (15%), respectively. Liver, 
pancreas and bladder cancers showed increased mortality rate over the 20 years.  
 
Conclusion  
Overall, there is an encouraging decline in the incidence and mortality of TRC in SC over two 
decades, however TRC are still the top cancers in the state. In addition to strengthening 
tobacco prevention and control efforts, more attention is needed to mitigate the incidence of 
TRC in residents younger than 40. The increase in incidence and mortality of select TRC needs 
further investigation. 
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Late-Stage Diagnosed Colorectal Cancers and 

Sociodemographic Disparities, California, 2016-2022: An 

Interactive Web Application 

Vanessa Miguelino-Keasling1, Sandy Kwong1, Mark Damesyn1, Catrina Taylor1 

1California Cancer Registry, CDPH, Sacramento, USA 
 

Background  
Over the past thirty years, colorectal cancer (CRC) incidence and mortality rates have gradually 
declined in California, largely due to effective screening methods. However, it remains a public 
health concern because over half of all CRC cases in California are still diagnosed at a late 
stage.  
 

Purpose  
To help county health jurisdictions target and improve early detection and diagnosis of CRC, an 
interactive web map was developed. This tool could provide a detailed visualization of late-stage 
CRC incidence, sociodemographic disparities, and cancer screening disparities at the county 
level.  
 

Methods  
Data from the California Cancer Registry (CCR) for the years 2016-2022 and the California 
2022 Behavioral Risk Factor Surveillance System (BRFSS) for adults aged 45 years and older 
were utilized to create the interactive CRC late-stage web map using ESRI ArcGIS software. 
The CCR data was analyzed following the National Cancer Institute’s Surveillance, 
Epidemiology, and End Results (SEER) site recode ICD-O-3/WHO 2008 definition for colon and 
rectum cancer. CCR and BRFSS data were examined to present county-level 
sociodemographic and cancer screening characteristics among adults diagnosed with CRC.  
 

Results 
The interactive web maps provide a detailed visualization of data from 97,908 Californians aged 
45 years and older diagnosed with CRC with an overall age-adjusted incidence rate of 89.6 per 
100,000 individuals. Among these diagnosed cases, 56.2% (50.4 per 100,000) were identified at 
a late stage, underscoring the critical need for enhanced early detection measures. Disparities 
in late-stage CRC incidence rates were observed across different counties, with Sierra and 
Yuba Counties (62.9 per 100,000), Merced County (62.1 per 100,000), and Butte County (61.7 
per 100,000) exhibiting the highest rates. Further stratification by demographic variables 
showed Merced County had the highest percentage of late-stage diagnoses among females 
(61.6%), while the highest percentage among males was observed in Sierra and Yuba Counties 
(61.7%).  
 

Conclusion  
These findings highlight the importance of using existing tools to combine data in one platform. 
The interactive web map provided detailed visualizations of late-stage CRC in California, 
thereby equipping health authorities with the necessary insights to improve early detection, 
timely diagnosis, and effective treatment strategies at the county level. 
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U.S. Cancer Statistics Data Visualizations Tool   
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Background  
Originally released in 2017, CDC’s U.S. Cancer Statistics Data Visualizations tool (USCS) 
provides easy access to the official federal cancer statistics data, which can be used to identify 
disease patterns, monitor trends over time, and guide planning and evaluation of cancer control 
programs. Through program partnership with CDC/ATSDR’s Geospatial Research, Analysis, 
and Services Program, this tool was redesigned in 2025 to improve the user interface 
experience.  
 
Purpose  
• Using lung cancer as an example, we will demonstrate how the redesigned, user-friendly 
website allows users to explore, compare, review, and download incidence, mortality, survival, 
prevalence, and screening data at the local and national level.  
• Demonstrate interaction with modern and streamlined graphs, charts, and maps.  
 
Methods  
This demonstration will highlight the unique and enhanced features of CDC’s redesigned USCS 
Data Visualizations tool using the most recent available USCS data. This session will illustrate 
how lung cancer screening and tobacco use statistics provide insight into lung cancer incidence 
and mortality, thereby supporting prioritization of cancer control and prevention efforts. 
Participants will interact with modern, streamlined visualizations ─ including graphs, charts, and 
maps─ to compare incidence, mortality, cancer screening, and risk factor prevalence across 
different geographies. Lastly, this session will demonstrate how users can easily download, 
customize, and share high-quality cancer data tables and graphs with others to communicate 
effectively and support public health decision making.  
 
Results/Conclusions  
Population-based cancer surveillance data are fundamental to measure progress and drive 
action. CDC’s redesigned USCS Data Visualizations tool uses an interactive, user-friendly 
layout to help users discover and share high-quality cancer data. These improvements are 
aligned with data modernization efforts and designed to make data actionable for diverse 
audiences
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Displaying Florida Cancer Data with Cancer Reporting Zones 

Hunter Stiff1, Brad Wohler1, Dr. Monique Hernandez1 

1Florida Cancer Data System, Miami, USA 

 
Background  
Cancer data is often reported at county or census tract levels. Neither scale is optimal; 
differences across a single metropolitan area are not reflected in county-level data, tract-level 
data can present privacy concerns, and both require data suppression in some cases. NAACCR 
has collaborated with the National Cancer Institute (NCI) and Westat to develop a process 
through which central cancer registries can generate geographic units that provide a more 
meaningful and detailed depiction than county-level data, avoid identifiability concerns 
associated with tract-level data, and greatly reduce the need for data suppression. These units 
are known as cancer reporting zones. Great efforts have been made to support registries in the 
implementation of reporting zones, and recently Florida has initiated these steps.  
 
Purpose  
To demonstrate the application of the zone generation process to the state of Florida, display 
the resulting map of reporting zones, and highlight the advantages of this reporting method over 
traditional political boundaries using data collected by the Florida Cancer Data System (FCDS).  
 
Methods  
The FCDS collaborated with its partners at Westat to develop a map of reporting zones for the 
state of Florida. These zones were created by grouping adjacent, demographically similar 
census tracts within urban counties and adjacent, demographically similar counties in rural 
areas. The FCDS used SAS, SEER*Prep, and SEER*Stat to generate cancer incidence rates 
for 2018-2022 by zone. Maps displaying these data were developed using Python’s 
plotly.express package.  
 
Results  
The state of Florida was divided into 310 zones, all of which contained at least 50,000 residents. 
Urban areas were displayed in far greater detail than maps using county-level data: Miami-Dade 
County alone contained 42 zones. Data from rural areas, where data has often been 
suppressed due to low county populations and case counts, required little to no suppression.  
 
Conclusion  
By subdividing urban counties and grouping rural counties, cancer reporting zones allow 
registries to display a more complete and precise picture of cancer incidence in their state or 
province. Additional work and discussion are necessary to determine appropriate settings in 
which data grouped by reporting zone should be disseminated. 
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Recognition Matters: Elevating Performance Through 

Appreciation 

Vijay Medithi1 
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Background  

The Maryland Cancer Registry (MCR) has faced ongoing challenges related to delayed and incomplete 

data submissions from reporting facilities, affecting statewide and national cancer surveillance efforts. 

While MCR implemented policies and procedures to improve reporting compliance, leadership identified 

an opportunity to further motivate improvement through positive reinforcement. The Kimberly Stern Case 

Completeness Award program was introduced to acknowledge facilities demonstrating excellence in 

timely and comprehensive reporting and to encourage peer-driven improvement.  

 

Purpose  

To describe MCR’s experience implementing a facility recognition program and evaluate its impact on 

improving reporting timeliness and completeness, including both 24-month and 12-month data 

submissions.  

 

Methods  

MCR monitored facility performance for 24-month reporting and timeliness, with each facility assigned an 

MCR representative to track progress and maintain regular communication. As 24-month performance 

improved, focus shifted to 12-month data submission to align with Maryland’s statutory requirement for 

cancer case reporting within six months of date of first contact. To further enhance completeness and 

reduce Death Certificate Only reporting, additional performance measures were introduced, including 

Disease Index reconciliation and Death Follow-Back review. Facility-level metrics were dynamically 

tracked and shared using the Myriddian Visualization Panel (MVP), supporting transparent monitoring 

and targeted assistance. Qualifying facilities received certif icates and public recognition at the annual 

Tumor Registry Association of Maryland (TRAM) conference.  

 

Results  

The facility recognition program was associated with substantial improvements in reporting timeliness and 

data completeness statewide. Reporting timeliness improved from approximately 45.9% in 2020 to 88.4% 

in 2024, reflecting sustained gains following implementation of the recognition framework and targeted 

facility engagement. In the first year of the program, six facilities were recognized. By the most recent 

evaluation period, 11 facilities met all award criteria. 85% of hospital facilities met completeness criteria 

but fell short of timeliness thresholds; however, timeliness remained within 10 percentage points of 

timeliness benchmarks, indicating continued progress toward compliance. MCR anticipates exceeding the 

90% timeliness benchmark with the final 2025 data submission. Additionally, average case completion 

time decreased from 16.7 months in 2019 to 8.2 months in 2024, further demonstrating improvements in 

data timeliness.  

 

Conclusion  

A modest facility recognition program produced meaningful improvements in reporting timeliness and 

data completeness across Maryland. 
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A Little Recognition Goes a Long Way in Improving 
Reporting Timeliness: Ohio’s Experience Implementing a 

Registry Recognition Program 

Emily Bunt1 
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Background  

Standard setters are focused on improving the timeliness of cancer incidence data. The National Program 

of Cancer Registries (NPCR) reinstated the Advanced National Data Quality Standard for data submitted 

in 2025 requiring twelve-month data be 90% complete to earn the Registry of Excellence designation. 

Ohio’s twelve-month data submitted in 2024 was 84% complete; feasible efforts to improve reporting 

timeliness were needed.  

 

Purpose  

The purpose of this presentation is to share the Ohio Cancer Incidence Surveillance System’s (OCISS) 

experience implementing a registry recognition program, describe how the program was implemented, 

and the impact it made on reporting timeliness. Ohio’s experience may persuade other central cancer 

registries to consider implementing a recognition program.  

 

Methods  

The year prior to implementing the registry recognition program, OCISS created a quarterly timeliness 

report as a tool for hospital registries to monitor their reporting timeliness. After seeking input from the 

OCISS Advisory Committee, OCISS announced plans to recognize hospital registries for timely data 

submission and shared criteria for the three awards (i.e., Gold, Silver, Timeliness Improvement). 

Professionally designed certificates and award graphics for use in recipients’ presentations, websites, and 

email signatures were developed, as well as an award letter. In September 2025, awards were 

disseminated via email, presented in-person to recipients in attendance at the Ohio Cancer Registrars 

Association (OCRA) annual meeting, and announced in the OCISS newsletter.  

 

Results  

Improvements in reporting timeliness were seen after the implementation of the registry recognition 

program. Sixty-four percent of hospital registries met criteria to earn the Gold Award. Prior to 

implementation of the registry recognition program, only 43% of hospital registries met these criteria. 

Ohio’s twelve-month data submitted in 2025 is estimated to be 90% complete. Registry recognition 

program award recipients appreciated receiving recognition. Many recipients added award graphics to 

their email signatures, and some attended the OCRA annual meeting specifically to receive their award.  

 

Conclusion  

Recognizing hospital registries for timely data submission is a feasible way to improve reporting 

timeliness. Hospital registrars appreciate receiving recognition for their efforts to report timely data. 

OCISS may expand the recognition program to include non-hospital facilities, as well as add to criteria 

needed to earn awards. 
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Revising Metrics for the FCDS Jean Byers and Pat Strait 
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Quality 
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Background  
The Florida Cancer Data System (FCDS) annually presents two awards, the Jean Byers Award 
and the Pat Strait Award, to recognize excellence in cancer registration among facilities and 
individual abstractors in Florida. These awards have been in place for over 25 years. The Jean 
Byers Award honors facilities that meet strict timeliness and completeness criteria for cancer 
case reporting. At the same time, the Pat Strait Award recognizes individual abstractors who 
contribute to award-winning facilities. Recent trends indicate a decline in 12-month 
completeness rates, despite an increase in abstract submissions statewide.  
 
Purpose  
This review aims to propose revisions to the award metrics to address observed declines in 
reporting completeness and to improve the monitoring and recognition of data quality, 
timeliness, and compliance among Florida cancer data reporters.  
 
Methods  
A comprehensive review of current award criteria will be performed, including an analysis of 
submission deadlines, follow-back procedures, including assessing follow-back audit disposition 
for cases deemed not reportable during the consolidated follow-back process, monitoring 
frequency of submissions and volume of cases submitted throughout the year. Proposed 
updates include adding certain post-deadline metrics, and adding new data quality and 
compliance reports. Additional approaches involve developing detailed facility-level reports and 
strengthening the Facility Completeness Attestation E-Signature process.  
 
Results  
The proposed metric revisions are expected to provide a more precise assessment of facility 
performance by focusing on deadline-based completeness, enhancing data quality monitoring, 
and increasing transparency in reporting practices. Facilities will benefit from more detailed 
feedback on errors, submission patterns, and compliance, while the attestation process will help 
identify late reporting more effectively.  
 
Conclusion  
Revising the Jean Byers Award and Pat Strait Award metrics will better align recognition with 
current reporting challenges and data quality goals. These updates aim to promote ongoing 
improvements in cancer registration throughout Florida, ensuring that award winners represent 
excellence in both timeliness and data quality. 
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From Sticks to Carrots: Introducing Facility Awards in 

Indiana as part of Cancer Case Reporting Monitoring 

Ainur Aiypkhanova1 
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Background  
After migrating data to a different software in 2024, Indiana State Cancer Registry (ISCR) met 
the National Program of Cancer Registries (NPCR) publication standards in 2025. As follow-ups 
with behind facilities were resumed, ISCR introduced awards to top performers for their 
uninterrupted compliance with state rules.  
 
Purpose  
We aim to share Indiana’s experience in monitoring reporting by facility and describe the 
introduction of an award from Indiana Department of Health to top performers. Facility 
recognition program is a low cost, high value motivation mechanism that may encourage 
improvements in reporting.  
 
Methods  
SEER*DMS allows conducting a more granular monitoring of reporting by facility. In prior years, 
ISCR sent targeted emails to “behind” facilities, and generic reminders (newsletters, mass 
emails) to all facilities. In 2025, ISCR used a new report, abstracts by facility and year of 
diagnosis, to monitor reporting and to follow up if needed. The report was also used to 
recognize top performers. Registry Advisory Council (ISCR’s evaluator) approved the award 
criteria (24- and 12-month data reported at above 100%, <12-month data reported within 6 
months of diagnosis), awardees, and the text for the certificate. Indiana Cancer Registrars’ 
annual conference was the venue to share the selection methodology and to present the 
awards. An electronic copy of the award was emailed to facility leadership. ISCR December 
newsletter had a note about award recipients.  
 
Results  
Facilities whose 12-month data were below 90% by September 2025 were followed up. 71 
(95%) of 75 facilities responded to compliance reminders (“the sticks”), with confirmation of 
receipt, clarifications, or remediation plans. Those not needing a follow up were pooled into 
award selection (“the carrot”). 8 (30%) out of 27 considered organizations fully met the award 
criteria. Of all electronic reporters, awardees comprised 8% (8 out of 102). Indiana’s 12-month 
data in 2025 is estimated to be 80%, and 24-months data to be 95%, up from 78.5% and 93.3%, 
respectively, in 2024.  
 
Conclusion  
Collaboration with facilities to improve reporting timeliness and completeness, based on follow-
ups with those behind, was complemented with an award for top performers. A continued 
recognition program is likely to encourage excellence in reporting among healthcare facilities.
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Trade-offs, and the Path to Standardization 
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Background  
NAACCR technical groups are discussing how a Common Data Model (CDM) might improve 
distributed cancer registry operations and analytics. While CDMs implement standard data tables 
and vocabularies, they may not cleanly align with current registry workflows.  Early work mapping 
College of American Pathologists (CAP) electronic Cancer Protocols (eCPs) and NAACCR 
messages into the Observational Medical Outcomes Partnership (OMOP) model provides insight 

into the feasibility and trade-offs of these systems for cancer registry use cases.  
 
Purpose  
We compared candidate CDMs to determine their applicability to cancer registry workflows. We 
studied and selected methods to preserve original dataset metadata, context, and schema/templated 
structures. We also studied implications for data loading, validation, analytics, exchange, 
maintenance, and alignment with standards used by the registry community.  
 
Methods  
We reviewed four candidate CDMs: OMOP, PCORnet, TriNetX, and i2b2. We studied the relative 

benefits of the two available modeling approaches used in OMOP and other CDMs: Entity -Attribute-
Value (EAV) formats vs the Fact Model. We specifically evaluated the suitability of the "fact-based" 
model used by the OMOP Oncology Working Group and contrasted it with a traditional EAV 
approach for registry use cases. Weekly technical meetings were held to discuss, e.g., data mapping 
and the results of our data loading pilots.  
 
Results  
OMOP was identified as the best candidate due to its Measurement and Observation domains 
providing the necessary EAV flexibility for eCP data. We developed scripts to transform eCP and 
NAACCR datasets to OMOP. We identified a need to add unique answer value identifiers to the 

NAACCR data dictionary to support the OMOP Concept model. We determined that the OMOP 
CDM, with some extensions, can be made compatible with the NAACCR Data Dictionary and 
NAACCR CPR messages containing eCP data.  
 
Conclusion  
OMOP offers potential interoperability benefits for analytics and data sharing between cancer 
registries, real-world evidence repositories, and clinical trial systems. Successful implementation 
requires the addition of ancillary reference tables and the addition of fields to existing OMOP tables. 
Continued collaboration among NAACCR stakeholders is central to advancing OMOP evaluation 
and ensuring that it can meet the specialized needs of cancer surveillance. 
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Background  
The Central Brain Tumor Registry of the United States (CBTRUS) uses a histology grouping scheme 
modeled after the World Health Organization (WHO) Classification of Central Nervous System 
(CNS) Tumours to categorize cancer registry records into clinically relevant groups for statistical 
reporting. The current histology grouping scheme, last revised in 2021, incorporated molecular 

information in the 2016 WHO revision (CNS4). The NAACCR site-specific data item (SSDI) 
Committee developed a variable for collection of molecular information (Brain Molecular Markers, or 
BMM) which was included in Uniform Data Standards beginning in 2018, and updated with tumor 
types introduced in the 2021 edition of the WHO classification of Tumors of the CNS (CNS5) in 
2024. With the CNS5, an update to the CBTRUS histology grouping scheme is required.  
 
Purpose  
Consistent with the CBTRUS mission to provide clinically relevant statistics on CNS tumors, we 
realigned our histology groupings with the CNS5. We then assessed changes to grouping and 
impacts on reporting.  

 
Methods  
The current CNS4-based CBTRUS grouping scheme was reviewed in collaboration with five 
consulting neuropathologists and realigned to CNS5. Obsolete International Classification of 
Disease, Oncology 3rd edition (ICD-O-3) codes were identified. The BMM SSDI was incorporated to 
identify molecular subgroups within histology groups. Evaluation of the frequency of codes affected 
by regrouping histologies in the 2018-2022 data (including 50 States, Washington DC, and Puerto 
Rico) was conducted.  
 
Results  

491,804 total cases of primary brain and other CNS tumors were diagnosed during 2018 -2022 in the 
US. A total of 171,230 cases (34.8%) were regrouped, including 62,625 cases (12.7%) which were 
subset using the BMM variable. The most substantial changes were to glioma histologies, which 
were broadly assigned into several groups including adult-type diffuse glioma (N=79,267), pediatric-
type diffuse low-grade gliomas (N=136), and pediatric-type diffuse high-grade gliomas (N=1,303), 
circumscribed astrocytic gliomas (N=6,516), and glioma, not otherwise specified (NOS) (N=8,417).  
 
Conclusion  
The CNS5 has significantly changed collection and reporting of CNS tumors. The revised CBTRUS 
data edits program will become the basis of reporting for these tumors. Many CNS5 tumor types 

were not collected by US cancer registries until 2024, and grouping frequency will change with 
release of these data in 2027. 
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AJCC Cancer Surveillance DLL: Supporting NAACCR Data 

Standards 
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Background  
Accurate and timely cancer staging data are essential for effective cancer surveillance, informing 
incidence trends, outcomes, and public health decision-making. The AJCC TNM staging system 
provides a standardized framework for describing disease extent, but keeping registry software 
aligned with evolving staging standards has been technically complex and resource intensive. These 
challenges can affect data timeliness, consistency, and usability across population -based cancer 
registries. To address these issues, the American Joint Committee on Cancer (AJCC), in 
collaboration with the Centers for Disease Control and Prevention (CDC), developed the Cancer 
Surveillance Dynamic Link Library (DLL) to support standardized implementation of AJCC TNM 

staging in cancer registry systems.  
 
Purpose  
This presentation describes recent innovations in cancer surveillance enabled by the AJCC Cancer 
Surveillance DLL, with a focus on improving timeliness of data collection, advancing data use 
methodologies, strengthening partnerships, and supporting the col lection and use of detailed staging 
data for surveillance.  
 
Methods  
We reviewed the design, functionality, and implementation of the AJCC Cancer Surveillance DLL 

supporting TNM 9th edition staging for diagnosis years 2021 and later. Key features examined 
included automated schema identification using ICD-O-3 codes, provision of site-specific picklists for 
T, N, M, and stage group variables, and integration with external data sources such as SEER. 
Technical enhancements, including the use of C++ and C# DLLs and a SQL database architecture, 
were assessed for their impact on performance, maintainability, and data standardization.  
 
Results  
The Cancer Surveillance DLL enables more timely and consistent collection of AJCC staging data by 
reducing hard-coded logic within registry software and supporting streamlined updates aligned with 
evolving staging standards. Separation of AJCC-specific content from non-AJCC data improves 

flexibility for vendors and registries, while standardized interfaces enhance interoperability across 
systems. Collaboration between AJCC, CDC, registry vendors, and surveillance partners has 
strengthened implementation and adoption.  
 
Conclusion  
The AJCC Cancer Surveillance DLL demonstrates how technical innovation and cross-sector 
collaboration can enhance the impact of cancer surveillance. By improving timeliness, 
standardization, and integration of staging data, this approach supports more accu rate surveillance, 
facilitates data modernization, and strengthens the foundation for future cancer control and research 
efforts. 
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Concurrent 2.E  
Demographic Risk Factors I 
June 24, 2026, 1:00 PM - 2:15 PM 

 

Breast Cancer Among Asian Women in the U.S. and Asia: A 

Comparative Study of Population-Based Cancer Registry 

Data 

Chenxi Jiang1, Dr. Mandi Yu2, Kieran Kelly1, Dr. Philip Rosenberg1, Dr. Ahmedin Jemal1, Dr. Hyuna 

Sung1 

1Surveillance, Prevention, & Health Services Research, American Cancer Society, Atlanta, USA, 
2Statistical Research & Applications Branch, Division of Cancer Control and Population Sciences, 

National Cancer Institute, Rockville, USA 

 
Background  

Prior studies examining breast cancer risk in Asian countries with that among Asian immigrant women in 

Western countries have provided valuable etiological insight. However, these studies relied on institution-

based cancer registries, and evidence based on high-quality, population-based, disaggregated data 

remains lacking.  

 

Purpose 

To compare breast cancer incidence rates over time between Asian women in Asia, Asian American 

women, and U.S. non-Hispanic White (NHW) women.  

 

Methods  

Breast cancer incidence and population denominator data for women aged 20-79 from 2000-2019 were 

obtained from 21 Surveillance, Epidemiology, and End Results registries (US), Cancer Incidence in Five 

Continents Plus (Mainland China, India, Japan), and national cancer registries (Taiwan, Japan, and South 

Korea). Trends in age-standardized incidence rates (ASRs) were plotted overall and by age (20-49, 50–

79 years). Average annual percent changes (AAPCs, 2000-2019) were estimated using joinpoint model. 

Incidence gaps between populations were quantified using incidence rate ratios (IRRs), with NHW or 

Asian Americans as the reference.  

 

Results  

From 2000-2019, ASRs increased across all Asian populations in both home countries and the US 

(AAPC, 1.3%-5.1% per year), narrowing incidence gaps with NHW women or even surpassing them. 

Specifically, the gaps converged in 2010-2011 for Japanese Americans (IRR=0.98, 95% CI=0.95-1.02) 

and in 2018-2019 for Indian Americans (IRR=0.97, 95% CI=0.93-1.00), but remained evident for Korean 

Americans (IRR= 0.67) and Chinese Americans (IRR=0.74) through 2018-2019. When comparing Asian 

populations in home countries with ethnicity-matched Asian Americans, incidence gaps closed or 

considerably narrowed for Chinese in Taiwan (IRR=1.01, 95%CI=0.98-1.05), Koreans (IRR=0.88) and 

Japanese (IRR=0.73); however, substantial gaps persisted for Chinese in mainland China (IRR=0.62) 

and Indians (IRR=0.34). The narrowing in incidence gaps was more pronounced at younger ages (20-49 

years), with convergence with or surpassing that of NHW women for all Asian populations except women 

in mainland China and India.  

 

Conclusion  

Breast cancer incidence gaps between Asian women in Asia, Asian American women, and NHW women 

have narrowed substantially, with the extent and timing varying across diverse Asian populations. These 

findings highlight the growing burden of breast cancer among women of Asian descent and underscore 

the need to identify underlying factors contributing to the rapid rise in incidence among Asian populations. 
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Marriage and Cancer Risk: A Contemporary Population-

Based Study Across Demographic Groups and Cancer Types 

Paulo Pinheiro1,2, Amber Balda2, Hannah Cranford2, Tracy Crane1, Erin Kobetz1, Frank Penedo1 

1Sylvester Comprehensive Cancer Center, University of Miami Health System, Miami, USA, 2Division of 

Epidemiology & Population Health Sciences, Department of Public Health Sciences, University of Miami 

School of Medicine, Miami, USA 

 

Background  
Marriage is consistently associated with earlier cancer diagnosis and improved survival, but its 
relationship to cancer incidence is less understood. We analyzed cancer risk by marital status 
across cancer sites, sex, race/ethnicity, and age using large-scale, population-based U.S. data.  
 
Purpose  
To examine cancer incidence by marital status across cancer sites, sex, race/ethnicity, age, and 
stage in the U.S.  
 
Methods  
We analyzed data from 12 states with publicly available marital status information among adults 
aged ≥30 years, using population denominators from the American Community Survey (2015–
2022). Age-adjusted incidence rates were calculated by marital status, sex, and race/ethnicity. 
Negative binomial regression estimated incidence rate ratios (IRRs) comparing never-married to 
ever-married adults, stratified by sex, age group, and cancer site.  
 
Results  
Over 4 million cancer cases were analyzed. Never-married adults had higher cancer incidence 
(IRR=1.68, 95% CI: 1.53–1.84 in men; 1.85, 95% CI: 1.68–2.03 in women), consistent across 
cancer sites, racial/ethnic groups (IRR range: 1.62 in White men to 1.96 in Black men), age 
groups, and stages. Never-married Black men had the highest incidence; ever-married Black 
men had lower rates than their White counterparts. Among men, site-specific IRRs ranged from 
1.23 (thyroid) to 5.04 (anal); among women, from 1.55 (melanoma) to 2.64 (cervical). 
Pronounced marital disparities were observed for gynecologic cancers and those linked to 
infections, tobacco, and alcohol; differences were smaller for breast, thyroid, and prostate 
cancers.  
 
Conclusion  
Ever-married adults consistently showed lower cancer risk. While some variation may reflect 
selection into marriage, the magnitude and consistency of associations suggest protective 
influences related to sexual health and behavioral risk factors. 
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Changes in Black-White Myeloma Incidence Disparities 

Tyler Kratzer1, Dr. Ahmedin Jemal1, Rebecca L. Siegel1 

1American Cancer Society, Atlanta, USA 

 

Background 
Multiple myeloma incidence is increasing and higher among Black individuals than White 
individuals. Whether this disparity has narrowed over time has not been examined.  
 
Purpose  
Analyze changes in Black-White myeloma incidence disparities by sex and age  
 
Methods  
Delay-adjusted data from the NAACCR registries (50 states and DC) for 1998-2022 were 
stratified by age (<50, 50-64, 65+), sex (all, male, female), and race (non-Hispanic White, non-
Hispanic Black). Using the Tiwari method, Black:White incidence rate ratios (IRR) with 95% 
confidence intervals (CI) were calculated for diagnosis years 1998-1999 and 2021-2022.  
 
Results  
The Black-White IRR for myeloma overall increased from 2.19 (95% CI: 2.12-2.26) in 1998-
1999 to 2.38 (2.33-2.43) in 2021-2022. However, significant changes in the disparity were 
limited to women (IRR: 2.38 [2.15-2.63] versus 2.71 [2.81-3.29]), with the greatest increases 
among women <50, among whom the IRR increased from 2.5 [95% CI: 2.21-3.00] in 1998-1999 
to 3.51 [95% CI: 3.13-3.94] in 2021-2022. Among men, there were no statistically significant 
changes among any age group, with overall IRRs of 2.07 (1.97-2.17) in 1998-1999 and 2.18 
(2.12-2.25) in 2021-2022.  
 
Conclusion  
The Black-White disparity in myeloma has widened over the past two decades because of 
steeper increases in incidence among Black women than White women, particularly for those 
under 50. Black women under 50 now have myeloma incidence 3.5 times higher than their 
White counterparts. These changes may be a bellwether for the future myeloma burden among 
Black people. Further research to determine the etiology of these increases is needed to inform 
cancer prevention and control efforts. 
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Concurrent 3.A 
National Childhood Cancer Registry (NCCR) Research 

Use Cases 
June 24, 2026, 2:30 PM - 3:45 PM 

 

Using the NCCR Data Platform to Identify Predisposition 

Syndromes in Pediatric Cancer Patients 

Fernanda Silva Michels1, MSc, PhD, ODS-C, Serban Negoita2, MD, DrPH, Gonçalo Forjaz3, DVM, MSc, 

ODS-C, Tamara Miller2, MD, MSCE, Stephanie Hill1 MPH, ODS-C 

1NAACCR, Springfield, USA, 2National Cancer Institute (NCI), Rockville, USA, 3Westat, Rockville, USA 

 
Background  
Genetic predisposition syndromes and congenital conditions, such as Fanconi anemia, Down 
syndrome, and Bloom syndrome, are known to increase the risk of specific pediatric cancers. 
However, information on these conditions is often incomplete or unavailable in population-based 
cancer registry data because data items that capture secondary diagnoses are restricted, 
limiting the ability to study their prevalence and distribution at the population level.  
 
Purpose  
The National Childhood Cancer Registry (NCCR) Data Platform provides a unique opportunity 
to study these associations by linking population-based cancer registry data with medical claims 
diagnosis data. The claims source includes International Classification of Diseases (ICD-9 and 
ICD-10) codes, sequence numbers for diagnoses occurring on multiple claims, and timing 
relative to the index cancer diagnosis. These ICD diagnosis codes will be used directly to 
identify documented genetic and congenital predisposition syndromes that precede or co-occur 
with pediatric cancer diagnoses. Using the NCCR Data Platform, this study aims to describe 
distribution of genetic predisposition syndromes identified through linkage between pediatric 
cancer cases and secondary diagnosis codes recorded in medical claims data.  
 
Methods/Results  
The NCCR Data Platform includes linkage of Surveillance, Epidemiology, and End Results 
(SEER) population-based cancer registry data from 1995 to 2022, representing 52.7% of all 
U.S. children and adolescents and young adults (AYA), with a medical claims diagnosis data 
source containing ICD-coded diagnoses from multiple insurers over the same period. Genetic 
predisposition syndromes will be identified using specific ICD-9 and ICD-10 codes recorded in 
medical claims. Descriptive analyses will summarize the frequency and distribution of identified 
genetic syndromes across pediatric cancer types and demographic characteristics.  
 
Conclusion  
Findings will provide new insights into cancer etiology and contribute to a better understanding 
of the relationship between pediatric cancers and underlying predisposition conditions. This 
work highlights the value of the NCCR Data Platform in generating original and clinically 
meaningful information to support cancer surveillance and research. 
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Secondary Cancers and Cardiovascular Disease among 
Survivors of Childhood, Adolescent, and Young Adult 

Leukemia and Lymphoma 

David Noyd1, Erin Sullivan 
1Seattle Children's Hospital, Seattle, USA 

 
Background/Purpose 
There is a critical need to quantify the burden and engage childhood and young adult cancer 
survivors at risk for late cardiovascular disease (CVD) to promote health equity. Subsequent 
malignant neoplasms and CVD represent the leading causes of late morbidity and mortality 
among childhood, adolescent, and young adult cancer survivors. Previous analyses from the 
Childhood Cancer Survivor Study (CCSS), and other large, longitudinal cohort studies, clearly 
document the significant impact of cancer treatment on heart health in adulthood. While many 
single-institution studies are limited in power to detect rare events and longitudinal follow-up, the 
National Childhood Cancer Registry offers an opportunity to explore the burden and potential 
health inequity for SMNs and CVD with a focus on leukemia and lymphoma.  
 
Methods 
This study aimed to utilize National Childhood Cancer Registry (NCCR) Data Platform for data 
analysis of Secondary Cancers and Cardiovascular Disease among Survivors of Childhood, 
Adolescent, and Young Adult Leukemia and Lymphoma to 1) Quantify the burden of SMNs and 
identify potential inequities among childhood, adolescent, and young adult leukemia/lymphoma 
survivors captured by NCCR with linkage to medical claims, quantify the burden of CVD 
(cardiomyopathy, arrhythmias, and valvular disease) and identify potential inequities, and 
compare temporal trends in treatment survival and incidence of CVD and SMNs by decade.  
 
Results 
Analysis is pending.  
 
Conclusion 
The quantification of SMNs, CVD, and temporal trends will guide public health efforts to re-
engage survivors at risk for late effects in care at critical time points in their survivorship journey. 
Moreover, NCCR is a feasible approach to conduct these analyses through linkages with SEER 
and other data sources. 
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Leveraging the National Childhood Cancer Registry to 
Understand Geographical Health Disparities among Rural 

Americans 

Michael Scheurer1, Philip Lupo1 

1Emory University, Atlanta, USA 

 

Background  
Children, adolescents, and young adults living in rural areas of the United States face distinct cancer 
health disparities compared to their urban counterparts. Although cancer in these age groups is 

relatively rare, rural youth often experience worse outcomes due to barriers in healthcare access, 
early diagnosis, and treatment continuity. One major challenge is the limited availability of pediatric 
oncology specialists and cancer treatment centers in rural regions. Families frequently must travel 
long distances for care, which can delay diagnosis and treatment initiation, reduce adherence to 
therapy, and increase financial and emotional stress. Additionally, rural areas often lack supportive 
services such as psychosocial care, rehabilitation, and survivorship programs tailored to young 
patients. Cultural factors, including a strong sense of self-reliance and limited health literacy, may 
further discourage families from seeking preventive care or participating in clinical trials. Data from 
the CDC and other public health organizations highlight that rural youth are underrepresented in 
pediatric cancer research, which limits the development of targeted interventions and equitable 

treatment protocols.  
 
Purpose  
To determine the cancers for which rural residents of the United States have either an over -
representation in incidence or mortality (poorer survival) compared to those who live in urban areas, 
and to identify factors that are associated with increased incidence or poorer survival in rural vs 
urban areas.  
 
Methods  
We will analyze cancer registry data from the National Childhood Cancer Registry (NCCR) on 
cancers that occur in children, adolescents, and young adults (CAYA). Data from the NCCR will be 

analyzed using standard descriptive statistical methods. The comparison of values between rural 
and urban cancer cases will be tested using t-test for continuous data and chi-square test for 
categorical data. Kaplan-Meier survival plots will be constructed to visualize differences in survival 
by rural-urban status. Analyses may be stratified by key variables, e.g., cancer diagnosis, race, 
ethnicity. Logistic, poission, or Cox proportional hazards regression models may be used to examine 
the effects of key variables while controlling for other confounding variable.  
 
Results  
Pending  
 

Conclusion  
Registry data are critical to understanding disparities in cancer incidence/survival and the factors 
contributing to those differences. NCCR is critical for conducting studies among CAYAs.



49 

 

Survival Disparities among Children Diagnosed with 
Neuroblastoma Enrolled and Not Enrolled in COG Clinical 

Trials Using the NCCR Data Platform. 

Fernanda Silva Michels1, Gonçalo Forjaz2, Eric Durbin3, Gerardo Lazaro4, Stephanie Hill1 

1NAACCR, Springfield, USA, 2Westat, Rockville, USA, 3Kentucky Cancer Registry, Lexington, USA, 4HHS 

Office of Minority Health, Rockville, USA 

 
Background  
A 2025 Children’s Oncology Group (COG) study1 found that Black and Hispanic children with 
high-risk neuroblastoma had worse overall survival (OS), even when treated with the same 
standardized protocols on frontline COG clinical trials. The mechanisms explored in the study 
did not fully account for the observed disparities in survival. With the NCCR Data Platform, we 
now have the opportunity to examine whether similar patterns exist among children who did not 
participate in a COG clinical trial.  
 
Methods  
The NCCR Data Platform links Surveillance, Epidemiology, and End Results (SEER) 
population-based cancer registry data from 1995 to 2021, representing 57.6% of all US children, 
adolescents and young adults, and data from patients enrolled in COG studies from 2007 to 
2018, including clinical trials and registry protocols. For this study, we will use SEER population-
based cancer registry data from 2007 to 2018 to align with the available COG data. Survival 
rates will be estimated using Kaplan-Meier analysis. Univariate analysis will be performed with 
the log-rank test, and multivariate analysis will utilize Cox proportional hazards regression to 
identify factors associated with overall survival (OS). The analysis will be performed using 
SEER*Stat and R/RStudio.  
 
Results/Conclusion  
This analysis will help determine whether racial and ethnic disparities in survival among children 
with neuroblastoma extend beyond the clinical trial population. The study will also evaluate 
other factors associated with survival. By comparing outcomes in trial and non-trial settings, we 
aim to better understand the role of broader contextual and systemic factors. Results may 
inform future strategies to improve equity in pediatric oncology outcomes. This study will also 
highlight the depth and utility of the NCCR Data Platform as a resource for population-based 
cancer research
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Concurrent 3.B  
Prognostic Predictive Modeling and Forecasting 

June 24, 2026, 2:30 PM - 3:45 PM 
 

Can We Develop Prognostic Models for Estimating Life 

Expectancy Following a Cancer Diagnosis? Evaluating Model 
Complexity, Data Requirements, and Optimal Modelling 

Frameworks 

Hannah Cooper1, Prof. Mark Rutherford1, Dr. Sarah Booth1 

1University of Leicester, Leicester, United Kingdom 

 

Background  
Survival statistics provided at fixed points after diagnosis are often misinterpreted, with difficulties 

stemming from understanding the scale of the measures, as various estimands are frequently used 
interchangeably despite having different interpretations. Life expectancy (LE) estimates have been 
shown to be easier to understand, however are not commonly used in practice as they often require 
extrapolation.  
 

Purpose  
We sought to determine the best modelling framework for providing this extrapolation, the minimum 
follow-up required, and circumstances where life expectancy estimates can be obtained.  
 

Methods  
We analysed United States cancer registration data collected via the Surveillance, Epidemiology and 
End Results (SEER 8) registry. 122,703 patients aged 18-89 diagnosed with breast, colorectal, lung, 
or stomach cancer at localised, regional or distant stages were included. Mortality risk factors 
included age, sex, and stage at diagnosis. All-cause mortality was modelled and extrapolated using 
an all-cause, cause-specific, and relative survival framework across 2-, 3-, 5-, 10-, and 20-year 
follow-up intervals. Flexible parametric models were built to assess the importance of model 
complexity (Simple Model(s): Main effects and proportional hazards, Complex Model(s): Main 
effects, two-way interactions and time dependent effects). Timescales for other cause mortality 

within the cause-specific framework were also compared (Time since diagnosis, or Attained age). 
Across 30 years of follow up, 110,036 patients (89.68%) died. For evaluation, patients were 
categorised into 30 risk groups (5 age groups, 3 stages, and 2 sexes; females only for breast 
cancer).  
 

Results  
LE/30-year RMST can be predicted to within 1-year/10% of observed values using a complex model 
and 10 years of follow-up for breast, colorectal, and lung cancer patients of varied risks. The relative 
and cause-specific survival frameworks produced reasonable extrapolated estimates with attained 
age the recommended timescale for other-cause mortality in the cause specific setting.  
 

Conclusion  
Prognostic models can be developed to accurately estimate life expectancy when using at least 10 

years of follow-up. Increasing model complexity improves accuracy, particularly among lower -risk 
patients, typically younger diagnosed at an earlier stage. The study demonstrated reasonable 
estimates for 50% of stomach cancer patients primarily those at high risk. However, further research 
is required to calculate LE/30-year RMST for lower risk stomach cancer patients. 
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Estimating Recurrent Metastatic Breast Cancer Development 

Using Population-Based Routine Data Sources 

Helen Mitchell1, Ms. Sinéad Hawkins1, Ms. Ann McBrien2, Ms. Amisha Ashok1, Mr. Gerard Savage1, Ms. 

Jackie Kelly1, Mrs. Deirdre Fitzpatrick1, Mr. Gareth Irwin3, Ms. Gemma Potter3, Dr. Conor O'Neill4, Dr. 

Therese McCartney3, Dr.  Damien Bennett1 

1Northern Ireland Cancer Registry, Belfast, United Kingdom, 2Patient Advocate, Belfast, United Kingdom, 
3Belfast Health and Social Care Trust, Belfast, United Kingdom, 4Western Health and Social Care Trust, 

Derry- Londonderry, United Kingdom 

 
Background  
Lack of data collection on secondary/recurrent cancers, including recurrent metastatic breast 
cancer (MBC), by population-based cancer registries (PBCRs) means healthcare for MBC 
patients cannot be planned adequately. Better identification of distant recurrent MBC (rMBC) 
development is vital to support care planning and allow tailored advice and information for 
patients.  
 
Purpose  
To estimate timing of distant rMBC development for primary breast cancer (PBC) patients living 
in NI and develop estimates of cumulative probability of distant rMBC by period of diagnosis and 
PBC stage.  
 
Methods  
Using a previously developed MBC dataset patients diagnosed with a stage I –III PBC between 
2009 -2020 were followed up to July 2023. Dates relating to metastatic cancer diagnosis and 
treatment were used from Hospital Inpatient Patient Administrative System (PAS) records, 
subsequent healthcare episode (SHCEs) notifications and treatment data from PAS, Systemic 
Anti-Cancer (SACT) and radiotherapy (XRT) datasets. Patient’s date and cause of death from 
the General Register Office (GRO) was also used. A data hierarchy was then produced to 
estimate the earliest date of distant rMBC development.  
 
Results  
Of 12,703 patients, 2,230 (18%) were identified with a date relating to potential distant rMBC 
development. The overall estimated cumulative probability of rMBC development four years 
post PBC was 14%. Patients with stage I & II disease at PBC diagnosis had lower estimated 
cumulative probabilities with 5% for Stage I patients and 12 % for stage II four years post PBC. 
Patients with Stage III disease at PBC diagnosis had higher estimated cumulated probability , at 
34% four years post PBC diagnosis.  
 
Conclusion  
This study, which uses PBCR and clinical treatment data to better estimate timing of distant 
rMBC development, reports the estimated cumulative probability of rMBC development by stage 
at PBC and period of diagnosis. These data will support healthcare planning and help MBC 
patients receive appropriate and timely care. Further work will be undertaken to enhance these 
estimates, including analysis by PBC subtypes. 
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Using Time Series Models to Forecast the Expected Number 
of Cancer Cases in a Comprehensive NCI Designated Cancer 

Center Catchment Area 

John Keighley1, Isuru Ratnayake1, Dinesh Mudaranthakam1, Jordan Baker1 

1University Of Kansas Medical Center/Kansas Cancer Registry, Kansas City, USA 

 
Background  
The University of Kansas Cancer Center is a Comprehensive NCI designated cancer center 
with a catchment area that covers the entire state of Kansas and eighteen counties on the 
western edge of Missouri. One of the annual metrics is to estimate the expected number of 
cancer cases for a given year, which will be diagnosed in the center’s catchment area.  
 
Purpose  
Cancer centers need the estimated number of new cases for planning purposes to ensure 
efficient allocation of cancer center resources.  
 
Methods  
In this study we applied time series models to forecast the expected number of cases diagnosed 
during 2025 using NPCR data in SEER*Stat for Kansas and Missouri spanning diagnosis years 
from 2001-2022. We selected five models estimating total cases for the catchment area, by 
gender, by race, by ethnicity, and by three different age groups, respectively. For each category 
data were split into in-sample training (2001-2017) and out-of-sample validation (2018-2022) 
set. Multiple timeseries models were considered for a given category and based on the in-
sample fit (AIC, BIC) and out-of-sample accuracy measures (RMSE, MAE) the best model was 
selected, and it was used to forecast 2025. Models were fitted using the “Time Series Forecast” 
application in JMP 19 software.  
 
Results  
The time series analysis resulted in an estimate of 26,534 newly diagnosed cases cancer cases 
in Kansas and the eighteen counties in Missouri in 2025. The estimated count by Gender is 
12706 for males and 13828 for females. By ethnicity estimates are 25404 non-Hispanic and 
1130 Hispanic cases. Case estimates by race are 23948 White 2012 Black, 377 Asian/Pacific 
Islander, and 197 American Indian/Alaska Native. Case estimates for the three age groups 
estimate are 219 for 00-19 ages, 10213 for 20 to 64 ages, and 16102 for age 65 plus 
respectively.  
 
Conclusion  
Time series approach allows us to employ count data while accounting for the temporal 
variation. A major strength of this approach is no need of having the population estimates. 
SEER population estimates currently are only available through 2023. 
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Preliminary Estimates of New Invasive Cancers Diagnosed in 

2023 in the United States 

Simple Singh1, Jane Henley1, Trevor Thompson1, Michael Boring1, Manxia Wu1 

1CDC, Atlanta, USA 

 
Background  
Incidence of new cancer cases is tracked by population-based cancer registries. Collecting 
complete information from initial diagnosis through first course of treatment can take up to 2 
years. In June 2025, the Centers for Disease Control and Prevention (CDC) released reports of 
cancer incidence for cases diagnosed through 2022, the most recent diagnosis year for which 
complete cancer incidence data were available. Having more timely data may be useful in 
planning cancer prevention and control efforts, and preliminary incidence estimates may help fill 
that gap.  
 
Purpose  
• To describe methodology used to estimate preliminary rates and counts of new cancers, by 

cancer type and sex.  
• To demonstrate new interactive, easy to examine and download displays of preliminary 

estimates in user-friendly U.S. Cancer Statistics (USCS) Data Visualizations tool.  
 
Methods  
We estimated preliminary rates and counts of new cancer cases in 2023 using reported U.S. 
Cancer Statistics data for 2000 to 2019 and age-period-cohort models to account for changes in 
population size, age distribution, and cancer risk. Models used historical cancer incidence data, 
current population estimates, and population projections. Estimates were calculated for all 
cancers combined and 23 common cancers by sex (both sexes, male, and female). As a 
validation of the model, we compared observed and modeled rates for 2022.  
 
Results  
In 2023, an estimated 1,967,632 new cancer cases were diagnosed in the United States, with 
an age-adjusted preliminary rate of 462 cases per 100,000 standard population. In a validation 
analysis, observed and modeled rates for 2022 were similar (0.5% percentage difference, on 
average), indicating that the age-period-cohort models performed well.  
 
Conclusion  
Cancer registries are implementing data modernization strategies to improve timeliness of data. 
In the interim, preliminary incidence estimates can fill in gaps between cancer occurrence and 
cancer reporting. These early cancer rates and counts are available in the USCS Data 
Visualizations tool. The tool allows users to explore, customize, download and share cancer 
data and graphs with others to support data-driven insights, guide research, and help public 
health professionals focus on areas of concern for cancer prevention and control efforts much 
earlier. 
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Data Quality Improvement 

June 24, 2026, 2:30 PM - 3:45 PM 
 

Audit with Purpose: Advancing Quality and Compliance in 

Central Cancer Registries 

Sharee Blaise Mcconnell1, Vijay Medithi 
1Myyrddian, LLC, Baltimore, USA 

 
Background  
Quality control audits in central cancer registries are essential for ensuring data accuracy, 
completeness, and reliability. High quality registry data support cancer surveillance, research, and 
evidence based public health decision making. A comprehensive quality review process that 
integrates case-finding, case completeness, and re-abstraction audits allows registries to identify 
discrepancies, address systemic issues, and promote continuous improvement in reporting 
practices.  

 
Purpose  
The purpose of this quality review process is to enhance registry data integrity through accurate and 
comprehensive reporting. Specific objectives include verifying data accuracy through re -abstraction 
and case completeness audits, standardizing data collection procedures, improving adherence to 
reporting standards, and minimizing common errors.  
 
Methods  
Quality control audits are conducted every five years across all hospital facilities and are supported 
by annual case volume reviews. The audit process includes reviews of medical records, pathology 
reports, disease indexes, and case re-abstractions. Case-finding and case completeness audits 

include annual case load reviews in which facilities submit electronic pathology reports for a defined 
two month period. Reports are uploaded into an audit system prior to review, and Quality Assurance 
staff check submitted reports against registry data to identify missing cases or discrepancies. 
Disease index reviews are performed annually using automated tools to compare facility disease 
indexes with the cancer registry database. Potentially unreported cases are invest igated to ensure 
complete case capture. Re-abstraction audits involve a randomized sample of cases selected from 
common cancer sites and unique or complex cases, including non-solid tumors and unknown 
primary sites. Abstracted data such as staging, treatment, and diagnosis dates are validated against 
original medical records. Remote re-abstraction methods are used when access limitations exist.  
 

Results  
Common errors identified included incorrect PSA values in prostate cancer cases, SSDI reporting 
issues in breast cancer, misclassification of lymphovascular invasion in colon cancer, and staging or 
coding errors involving circumferential resection margins. Audit findings resulted in improved data 
accuracy, standardized reporting practices, enhanced abstractor training, and increased compliance 
with state reporting requirements.  
 
Conclusion  
The integrated quality review process improves cancer registry data quality by identifying errors, 
addressing systemic challenges, and supporting continuous education, strengthening the reliability 

of registry data for surveillance, research, and public health planning. 



55 

 

A Central Registry’s Pursuit to Improve Cancer Reporting 

Compliance 

Meagan Carter1 

1Oklahoma State Department of Health | OK Central Cancer Registry, Oklahoma City, USA 

 

Background  
Over 200 facilities report cancer data in Oklahoma, resulting in over 26,000 new cancer 
incidences in 2023. As of June 2024, Oklahoma had 72 non-hospital facilities and 114 hospital 
facilities reporting. Of those facilities, 49.4% were fully compliant for both 2023 and 2024 
reporting years and 29.5% were compliant for either 2023 or 2024.  
 
Purpose  
Oklahoma reporting facilities have struggled with reporting quality, timely, and complete data. 
OCCR made operational adjustments to better communicate with facilities and improve training 
for reporters.  
 
Methods  
In 2025, the OCCR worked to address communication barriers and training challenges with four 
interventions with the goal of improving timeliness, completeness, and quality of data reported. 
(1) OCCR implemented annual Town Hall events to replace quarterly newsletters and improve 
communication related to expectations, reporting mandates, and updates. (2) Chronically 
delinquent facilities are placed on remediation plans and closely monitored by OCCR staff. (3) 
OCCR’s Education/Training Specialist (ETS) updated the non-certified reporter training to 
include more feedback to reporters during training. Training must be completed before they are 
released to report cases for their facilities. (4) Data Quality Indicator (DQI) reports are regularly 
provided to all nine CoC facilities and the five largest non-CoC facilities.  
 
Results  
There was a 4.65% increase in the number of new incidences between final 2022 and 2023 
data submissions attributed to compliance efforts compared to a 3.57% increase from 2021 to 
2022 final data. Oklahoma decreased the DCO rate from ~2% in 2022 submission to 0.8% in 
2023 final data due to increased data reporting by facilities. From preliminary 2023 to 2024, 
there was a 10% increase in new cases reported. The OCCR anticipates decreases in the 
number of unknown SEER Summary Stage at Diagnosis codes with 2025 data submission. Of 
the 20 facilities on remediation plans in 2025, five remediated all delinquencies and have 
maintained compliance.  
 
Conclusion  
The Oklahoma Central Cancer Registry (OCCR) has had success with improving cancer 
reporting compliance through the implementation of multiple interventions including an annual 
Town Hall, remediation plans, revamped training for new reporters, and DQI reports to large-
volume facilities. 
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Background  
Cancer registries increasingly rely on detailed pathology information to support surveillance and 
research, yet much of this information remains embedded in free-text reports. Manual 
abstraction from pathology narratives is time-consuming, difficult to scale, and highly dependent 
on experienced registry staff. Although recent advances in artificial intelligence have 
demonstrated potential for text-based data extraction, many existing approaches are not 
suitable for registry environments due to data security constraints and limited alignment with 
registry-specific rules.  
 

Purpose  
The purpose of this study was to develop an offline, registry-focused language model framework 
that supports semi-automated extraction of breast cancer registry variables from unstructured 
pathology reports, while remaining practical for routine registry operations.  
 

Methods  
We implemented a small language model with fewer than 10 billion parameters and fine-tuned it 
using parameter-efficient techniques (LoRA/PEFT) on breast cancer pathology reports 
annotated in accordance with cancer registry requirements. Model behavior was constrained to 
follow registry rules, including fixed field ordering, explicit handling of missing information, and 
avoidance of inferred or speculative values. Outputs were generated in structured formats 
suitable for downstream automation. To ensure deployability in real-world settings, the model 
was quantized and executed entirely offline on local hardware. Performance was assessed 
using manually reviewed breast cancer cases containing multiple pathology documents per 
patient.  
 

Results  
The system achieved a field-level extraction accuracy of 94.3% and an overall AUC of 89.4% for 
distinguishing correct from incorrect registry field outputs. Quantization had minimal impact on 
performance, and the system remained stable during repeated inference. When incorporated 
into a semi-automated registry workflow, the model reduced the need for repetitive chart review 
and manual data entry, while preserving registry data governance and patient privacy.  
 

Conclusion  
An offline, registry-specialized small language model can meaningfully support cancer registry 
operations without reliance on cloud-based AI services. By embedding registry rules directly into 
model behavior and prioritizing structured outputs over free-text generation, this approach offers 
a realistic, scalable path to improving efficiency and consistency in cancer registry data 
collection. 
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Background  
Inter-Registry Data Exchange (IRDE) is crucial for central cancer registries. It allows registries 
to share data across states or territories to increase accuracy and completeness of case 
reporting. To evaluate the data exchanged through IRDE at the New York State Caner Registry 
(NYSCR), we conducted a descriptive study using the most recent 5 years of data. Methods We 
selected all invasive (and in situ bladder) cancer cases diagnosed during 2018-2022 and 
reported to NYSCR. Cancer cases were categorized into two groups based on the patient’s 
address at diagnosis: New York (NY) cases and non-NY cases. NY cases were further divided 
according to their reporting sources: those reported by NY facilities, through IRDE only, or both. 
We calculated percentages of reported cases by state of residency and reporting source. We 
also examined patient demographics and clinical characteristics for each reporting source 
category and assessed the percentage of NY cases that were reported solely through IRDE by 
county.  
 
Results  
In total, the NYSCR sent 83,438 records to other state registries and received 16,964 records. 
Overall, 13.0% of all reportable invasive cancer cases reported to NYSCR were non-NY cases, 
with 94.3% of those patients from states that have an IRDE agreement with NY. Even though 
only 0.8% of NY cases were reported exclusively through IRDE, the percentage varied 
considerably by county (range 0.1-14.8%), with higher percentages for counties bordering 
neighboring states such as Tioga County. Compared to NY cases, non-NY cases reported to 
NYSCR were more likely to be in younger age groups or non-Hispanic and less likely to be 
Black or insured with Medicaid.  
 
Conclusions  
IRDE is an important part of cancer registry operations. This descriptive evaluation allows us to 
have a better understanding about the case load of IRDE and its impact on case completeness 
in NYSCR, which could potentially help prioritize our work and efforts. The results presented in 
this study could also be informative for other registries. Through collaboration, all registries 
could benefit from IRDE, ultimately achieving more accurate and complete case reporting. 
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Background  
Electronic pathology reports (e-path) have become a critical component of cancer surveillance. 
They allow central cancer registries to identify cases rapidly and ensure cases that are not 
admitted to a hospital are reported. Prior to fall 2023, Utah Cancer Registry (UCR) received 
88% of its pathology reports electronically, and 94% of that e-path arrived in one interface in the 
NAACCR HL7 standard. Loss of licenses in fall of 2023 halted e-path transmission on this 
particular interface. UCR quickly engaged the 8 affected laboratories to implement new e-path 
feeds.  
 
Purpose  
This presentation will describe how UCR adjusted e-path reporting since fall 2023, including a 
practical discussion on working with laboratories to implement e-path reporting.  
 
Methods  
UCR sent each affected laboratory a packet describing reporting options and requirements. 
UCR worked with each laboratory to understand their needs. We evaluated their technical 
capabilities and understanding of e-path reporting to central cancer registries, then worked to 
educate them and determine how and what they could report. Conversations with other central 
registries, SEER, and IMS informed solutions.  
 
Results  
UCR replaced the single legacy interface with a new e-path workflow for each of the 8 affected 
organizations. Some of these workflows require new technical infrastructure, accepting non-
standard e-path reports, or accepting unfiltered reports. UCR then applied this experience to 
implement or modify e-path reporting from 4 additional laboratories experiencing other 
challenges with electronic reporting. From 2018-2022, UCR observed an annual increase in e-
path volume of 20%, but we received 135% more e-path reports in 2024 than in 2022 largely 
due to the changes in how these organizations report. New products like the NCI-DOE 
MOSSAIC algorithms are critical to handling this increased volume.  
 
Conclusions  
Registries should encourage laboratories to report following established standards. However, to 
receive e-path timely– or at all– registries should determine the extent to which they can 
accommodate a laboratory’s limitations. Supporting different implementations requires more 
registry effort but also prevents losing multiple feeds at one time. 
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Background  
The Rhode Island Cancer Registry (RICR) aimed to build an electronic reporting system 
process to provide a more efficient means of data transmission for hospital pathology facilities 
that are not currently reporting data.  
 
Purpose  
Receiving HL7 pathology reports from the hospital will ensure that RI receives reportable 
cancers within the 60-day period, as requested. RICR built a process aimed to support facilities 
in making the electronic data submission process more feasible. This expedited reporting of 
case data can be utilized by the RI Department of Health Surveillance Team for cancer 
inquiries. The hospital cancer registry will benefit from receiving the HL7 files to easily 
incorporate the reportable cases into their hospital registry software.  
 
Methods  
1. Determine a method to transmit HL7 messages from the pathology department directly to the 
hospital cancer registry. 2. The hospital registry will determine reportability using the NPCR 
NOAH tool and transmit to the Central Registry through the established Secure File Transfer 
Protocol (sFTP) site. 3. The RICR will review the information with the NPCR NOAH tool, convert 
the information from HL7 to XML and incorporate the cases into the registry software . 
 
Results  
RICR identified and onboarded a hospital facility that was not currently reporting pathology 
cases electronically as the pilot facility. RICR worked with the hospital registry system on 
process implementation for electronic reporting. As of now, the hospital registry system is in the 
testing phase of this process. Once complete, the central registry will receive the pathology 
reports and incorporate the data directly into the central registry software. RICR will then 
evaluate the completeness of data transmitted and the effectiveness of the process.  
 
Conclusions  
Our pilot hospital registry and pathology department engaged in working with the Central 
Registry to deliver and transmit HL7 pathology data and identify reportable cases with the use of 
the NPCR NOAH tool. The NPCR NOAH tool can easily convert HL7 messaging into XML 
format, which then can be efficiently imported into the registry software. 
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Background  
Automated processing of structured data from College of American Pathologists (CAP) 
electronic Cancer Protocols (eCP) reports has the potential to increase the availability of high 
quality pathology data. This analysis focuses on HL7 pathology report message quality, e.g., 
adherence to standards, and valid field values. Additionally, new CAP requirements for using 
CAP cancer protocols for pediatric reporting took effect in 2024 and should result in more eCP 
messages for pediatric cancer cases. We studied approximately 1.35 million NAACCR 
Pathology messages for the 2024-2025 reporting years.  
 
Purpose  
Increased availability of eCP data would lead to higher quality, more timely data for multiple 
purposes such as real-world-evidence and clinical trials studies. Improving the transmission of 
eCP reports requires understanding NAACCR pathology message adoption and quality. This 
study aims to do a deep analysis of data quality within the registry.  
 
Methods  
NAACCR Pathology messages were parsed into the SEER Data Management System (DMS) 
and stored as JSON documents. Each JSON-formatted message was processed to determine 
the diagnosis date, sending institution, patient age, and report format (eCP vs. non-eCP). These 
records were added to a database table and restructured for result analysis.  
 
Results  
Total NAACCR pathology message reports processed were 702,405 for 2024 and 652,700 for 
2025 (partial year). In 2024, 329 total sites reported; 85 sites were eCP licensed, and 40 were 
sending eCPs. In 2025, 44 sites were sending eCPs. Each node may represent multiple 
laboratories. The imputed percentage of adult patients with eCP reports in 2024 was 13.0% and 
rose to 19.1% in the partial 2025 data. For pediatric patients, the eCP report percentage was 
7.9% in 2024 and 10.0% in 2025.  
 
Conclusion 
We are observing a small year-over-year increase in the imputed percentage of adult and 
pediatric patients with eCP reports. The pediatric increase is correlated with the onset of eCP 
accreditation requirements for pediatric cancer reporting. Overall, the percentage of eCP reports 
remains small and requires continued effort to improve laboratory adoption and eCP data 
transmission. Additional and updated findings on pathology message quality and vendor 
analysis will be presented. 
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Background  
The New Hampshire State Cancer Registry’s (NHSCR) existing workflow for processing ePath 
reports was time consuming and had not been evaluated in several years. NHSCR receives 
over 100,000 ePath reports annually from various streams. From 2018-2022, reports were 
processed exclusively with the CDC’s default NLP model in eMaRC Plus, flagging up to 38,000 
ePath reports for manual review. The increase in the number of ePath reports transmitted and in 
the number of facilities reporting annually made it necessary to revise ePath processing to 
improve efficiency.  
 
Purpose  
To decrease the number of ePath reports, reduce the number of ePath reports requiring manual 
auditing in the main registry database, and improve cancer registrar productivity.  
 
Method  
The NHSCR normalized incoming ePath reports by converting non-HL7 formats (i.e., PDF and 
CSV) into HL7 using a custom SAS script. A fine-tuned model was developed using NOAH’s 
NLP engine and iteratively refined to filter non-reportable ePath reports. Reports identified as 
reportable were deduplicated using a multi-stage approach. Then primary site and laterality 
were assigned to the remaining reports using a custom, rule-based dictionary for improved 
probabilistic matching in Match*Pro against cases in the NHSCR main database. Unmatched 
reports were manually reviewed by registrars for reportability and database concordance.  
 
Results  
Standardizing ePath reports to HL7 format enabled automatic filtering cases via NOAH, 
reducing the number of ePath reports requiring review. Automating the matching of reportable 
cases against the main database via Match*Pro reduced manual auditing for each facility. 
Follow-back of possible missed cases to hospital reporters was faster, thereby also decreasing 
their burden and catching missed cases sooner to improve monthly completeness.  
 
Conclusion  
While NHSCR continues to explore further automating the data ingestion pipeline and NOAH’s 
reportability API to improve ePath processes, workflow improvement has streamlined the review 
of ePath reports for registrars. 
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Background  
Female breast cancer continues to impose an inequitable burden across California. In 2022, 
California Cancer Registry (CCR) data showed an overall age-adjusted incidence of 128.1 per 
100,000, with wide variation across racial and ethnic groups. Incidence is increasing among 
Asian/Pacific Islander (API) and Hispanic women despite overall mortality declines. However, 
the economic impact remains poorly characterized; the most recent statewide cost estimate 
($1.91 billion) dates to 2008.  
 

Purpose  
This study updates California's breast cancer economic burden estimate for 2025 by applying 
CCR incidence projections (1988-2022) to inflation-adjusted 2008 costs, stratified by 
race/ethnicity to examine differential burden across populations with rising incidence.  
 

Methods  
We integrated CCR data (1988–2022) with economic models to estimate the 2025 burden. 
Incidence projections applied group-specific Average Annual Percent Change (AAPC) to 2022 
baseline rates: 3.0% for API women, 1.3% for Hispanic women, 0.4% overall. Direct medical 
costs were extrapolated from 2008 estimates using 3% annual inflation ($32,071 per case in 
2025). We applied disparity adjustments (20–30% higher per-case costs; 35% longer stays) for 
high-severity groups based on California Department of Health Care Access and Information 
utilization data. Indirect costs from premature mortality were modeled assuming a 1% annual 
decline in deaths and 2% annual wage growth, consistent with national cost-of-illness models.  
 

Results  
The projected 2025 economic burden is $3.2 billion ($974M direct medical costs; $2.26B 
productivity losses). Incidence was highest among non-Hispanic White women (139.7/100,000) 
and lowest among Hispanic women (104.0), though Hispanic rates showed the steepest 
increase. Non-Hispanic Black women averaged 35% longer hospital stays and 20% higher 
costs than White women. Hispanic women faced a 25% higher cost burden relative to income. 
Rising API incidence (125.1) projects increased future costs. Women <50 account for 29% of 
cases but 43% of productivity loss.  
 

Conclusion  
The 2025 economic burden of breast cancer in California exceeds $3.2 billion, driven by rising 
costs and disparities. Incidence is increasing most rapidly among API and Hispanic women, 
while productivity losses among women under age 50 amplify societal costs. Sustained 
investment in population-based cancer registries is critical to tracking trends, identifying cost 
drivers, and informing cost-containment strategies that support equitable cancer control across 
California. 
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Background  
National estimates indicate overall decreases in cancer mortality while cancer incidence for 
select sites has increased in recent years. However, improvements in cancer mortality are not 
equally shared by racial/ethnic subgroups, with disproportionately higher prostate and colorectal 
cancer mortality in Black versus White individuals. Further, local disparities in cancer burden are 
often masked in nationwide summaries and an examination of granular data can inform targeted 
public health interventions.  
 
Purpose  
To examine racial/ethnic disparities in cancer incidence, mortality, trends, and survival across 
11 cancer types in NYS.  
 
Methods  
We examined counts (N) and proportions (%) of sociodemographic characteristics for each 
racial/ethnic group of non-Hispanic (NH) White (NHW), NH Black (NHB), NH Asian/Pacific 
Islander (NHAPI), and Hispanic among New York State Cancer Registry-reported patients for 
11 cancer sites from 2012 to 2021. Analyses were conducted using SEER*Stat 8.4.5 to 
calculate counts, proportions, and chi-square tests to assess statistically significant subgroup 
differences; age-adjusted incidence and mortality rates (per 100,000); annual percent change 
(APC) per cancer site; and 5-year relative survival.  
 
Results  
Compared to NHW, higher proportions of NHB and Hispanic cancer patients lived in counties 
with lower median income, were unmarried, and were diagnosed with distant-stage cancer, and 
higher proportions of all non-NHW subgroups lived in counties with lower education levels. From 
2012 to 2021, overall downward trends in age-adjusted cancer incidence and mortality rates 
were observed. Only prostate cancer had a significantly increasing mortality trend across all 
racial/ethnic subgroups. Liver cancer incidence and mortality were significantly higher for all 
subgroups relative to NHW. Compared to NHW, colorectal (RR=1.07; 95% CI=1.04-1.09) and 
prostate (RR=1.58; 95% CI=1.55-1.60) cancer incidence and colorectal (RR=1.13; 95% 
CI=1.10-1.16), breast (RR=1.31; 95% CI=1.27-1.34), and prostate (RR=1.70; 95% CI=1.66-
1.74) cancer mortality were significantly higher for NHB patients.  
 
Conclusion  
Substantial racial/ethnic disparities continue to persist for certain cancers despite decreasing 
overall cancer incidence and mortality in NYS. Cancer burden disproportionately affects NHB 
compared to NHW patients, especially for screening amenable cancers such as colorectal, 
breast, and prostate cancers. State-level cancer data can highlight disparities masked by 
nationally aggregated reports, indicating a need for continued local surveillance that informs 
improved population-specific cancer screening, prevention, and care. 
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Background  
U.S. studies present conflicting findings when comparing urban-rural (UR) incidence disparities 
among risk factor (RF)-associated cancers. Studies have also shown residents of rural areas 
have lower screening and follow-up rates, longer distances to care, provider shortages, and 
higher late-stage diagnosis rates.  
 
Purpose  
Since 2009 the Wisconsin Cancer Reporting System reported UR cancer incidence disparities 
by USDA RUCC (Beale Code), classifying counties as metropolitan or non-metropolitan. In 
2025 we created our first census tract-configured local incidence SEER*Stat database and 
compared UR disparities across multiple classifications.  
 
Methods  
We compared RF-associated cancer IRRs using four UR classifications by: county using RUCC 
2013; NCI cancer reporting zone where areas with ≥50% of the population living in urban 
census blocks were designed urban; census tract with RUCA 2010 and URIC 2010.  
 
Results  
For most RF-associated cancers, rural rates were modestly lower than urban, with IRRs ranging 
from 0.92 to 0.97 and 95% CIs excluding 1.0. Results indicate a small, but persistent, urban 
excess for RF-associated cancers. We observed the most pronounced, stable differences for 
alcohol-, obesity-, and physical inactivity-associated cancers where rural rates were 3% to 8% 
lower across classifications, and nearly all comparisons were statistically significant. In contrast, 
HPV-associated cancers show weaker, more variable patterns across classifications, with IRRs 
close to 1.0 and 95% CIs often including the null. Tobacco-associated cancers show essentially 
no UR difference across any classification, with IRRs at, or very near, 1.0.  
 
Conclusion  
Rural communities are diverse across many dimensions, requiring careful consideration when 
performing cancer surveillance. Several mechanisms may explain why we observed lower RF-
associated rates in rural communities, despite expectations of higher risk. Rural populations 
experience lower localized stage rates and higher distant stage rates for many cancers in our 
study. Later stage at presentation in rural populations suggests underdiagnosis rather than true 
lower underlying risk for developing RF-cancers. Our findings are consistent with previously 
described delays in detection and healthcare access in rural areas, rather than uniformly lower 
cancer burden. Our findings also emphasize multiple classifications may be helpful when 
exploring HPV-associated UR disparities. 
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Background  

The value of spatially linking cancer registry data to place-based contextual data is increasingly 

recognized. However, many registries and their partners may lack the resources required to build a 

registry-centered, multilevel population cancer database linked with multiple space- and place-based 

datasets.  
 

Purpose  

We describe the ongoing development of a population cancer data platform, the Population Cancer 

Assessment and Surveillance Engine (PopCASE), spatially linking patient -level registry data with 

community data describing the social and healthcare environments of patients, and an associated 

application—PopCASE Setup—that will allow registries or their partners to establish a region-specific 

instance of PopCASE.  
 

Method  

PopCASE consists of a relational database management system (DBMS), a user interface (UI) with 

support for querying and viewing the data, and a “controller” layer where calculations needed to generate 

certain results (e.g., age-adjustment for user-specified patient subgroups) occur. PopCASE links registry 

records by patient residential address to demographic, socioeconomic, household, transportation, risk 

factor, screening, healthcare access, and other community metrics. The data can be queried by 

demographic, geographic, or disease criteria. And results can include case counts, age-adjusted 

incidence/mortality, stage at diagnosis, time-to-treatment, and dozens of community measures stratified 

by county, census place (“municipality”), ZIP Code tabulation area (ZCTA), and census tract. With 

appropriate permissions, PopCASE can also be used to generate patient -level research data sets. 

PopCASE Setup packages the required public data elements and manages the installation of a region-

specific PopCASE instance.  
 

Results  

Eighteen months into the PopCASE project, the database is built. the controller logic specified, and the UI 

designed—all under the guidance of a nationwide Steering Committee. OH-CASE, the Ohio-specific 

implementation of PopCASE residing in a Secure Research Environment contains population data for 

approximately 11.8 million Ohioans from 88 counties, 1,204 census places/municipalities, 1,197 ZCTAs, 

and 2,952 census tracts. OH-CASE contains registry records for 880,463 Ohioans with cancer diagnosed 

from 2010 through 2022 from the Ohio Cancer Incidence Surveillance System.  
 

Conclusion  

Next steps are completing the controller logic for age adjustment and other real time calculations and 

building PopCASE Setup. In 2027, we will use PopCASE Setup to build an instance of PopCASE outside 

of Ohio. Other registries can adopt subsequently. 
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Background  
Population-based cancer registries are essential for tracking cancer burden, informing health 
policy, and guiding control strategies. However, resource constraints and limited technical 
capacity can hinder registries from effectively communicating their data. There is a growing 
need for tools that present cancer statistics in an accessible and engaging way.  
 
Purpose  
CaRDO (Cancer Registry Data Online) is a free, secure R package that allows cancer registries 
to build interactive dashboards, overcoming technical and resource barriers to better 
communicate cancer statistics and support evidence-based public health decisions  
 
Methods  
Using the R Shiny framework, CaRDO allows users with minimal programming experience to 
create dashboards entirely offline. The package implements standard epidemiological 
techniques, including calculation of age-standardised rates, estimation of lifetime risk, and trend 
analyses, while keeping all data processing local to ensure confidentiality and protect sensitive 
information.  
 
Results  
CaRDO enables users to explore cancer incidence and mortality across sex, cancer type, year, 
age group, and measure (counts or rates), using interactive visualizations. The package 
includes example datasets and step-by-step guidance to facilitate setup and use. The current 
release provides essential dashboard features while allowing flexibility for future enhancements 
and additional functionality  
 
Conclusion  
CaRDO provides an accessible way to expand the reach and utility of cancer registry data. By 
reducing technical and financial barriers, it enables under-resourced registries to share 
accurate, understandable cancer statistics, supporting evidence-based public health 
communication and decision-making. 
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Background  
Where applicable, automation can be an integral component for improving quality control, 
productivity, and efficiency. The applicability of automation within cancer registries resides in the 
repeatable tasks of data output, particularly reports that may require similar data outputs on an 
annual basis. PowerShell (PS), an open-source cross-platform framework composed of 
scripting language integrated with a command-line interface for managing programs, has 
demonstrated its validity in automating sessions within the statistical software output tool 
SEER*Stat.  
 
Purpose  
The purpose of this presentation is to demonstrate the capabilities of PS to automatedly operate 
the SEER*Stat statistical software tool’s user interface (UI). 
 
Methods  
Three different package assemblies within the .NET framework were employed to interact with 
the SEER*Stat UI: Microsoft.VisualBasic (selecting top-level windows within the UI), 
UIAutomationClient (invoking mouse button clicks within the UI), and System.Windows.Forms 
(eliciting keyboard strokes within the UI). Rate session was run in SEER*Stat with an internal 
database prepared by staff using SEER*Prep within the Illinois State Cancer Registry. All 
recorded scripting language was powered within the PS console (v. 5.1).  
 
Results  
Overall, the two strengths of automating SEER*Stat UI via PS include reduced time and effort to 
run a rate session compared to the manual point-and-click method. While the time and effort for 
automation has been minimized, requiring running a series of created command dialogue, it 
comes at a cost for the time allocated to generating the script. Additional limitations guided how 
the code was constructed. First, the lack of administrative rights prevented packages from being 
installed within PS that would otherwise simplify tasks. Secondly, tab order differs between 
databases within SEER*Stat, requiring individualized looped keystroke commands for similar 
transitions between focal points. Such limitations will likely lead to more technical maintenance 
of the code in the future.  
 
Conclusions  
The presentation serves solely as a conceptualized demonstration of PS script in automating 
the SEER*Stat UI. Yet, each registry is unique in its operations and, therefore, PS may not be a 
suitable option for automation purposes. 
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Erik Dorff1, Ellen Stephenson1 
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Background  
In 2022, the International Agency for Research on Cancer classified occupational exposure as a 
firefighter as carcinogenic to humans (Group 1), reinforcing the need for consistent surveillance 
to better understand cancer risks in firefighter populations. In Canada, the National Framework 
on Cancers Linked to Firefighting Act creates a strong policy foundation for improving evidence 
and addressing key data gaps through linkage with population-based cancer outcomes.  
 
Purpose  
This presentation describes Statistics Canada’s approach to developing a Canadian firefighter 
registry that can support cancer surveillance, prevention, and early detection activities through 
linkage with the Canadian Cancer Registry. It will also present an example of potential cohort 
coverage for volunteer firefighters using tax data, highlighting both the opportunities and 
challenges of building a national occupational cohort within existing statistical infrastructure.  
 
Methods  
Statistics Canada is developing the registry using national administrative and statistical data 
assets, with the goal of identifying firefighter populations for linkage with cancer registry 
outcomes. The presentation will outline the Canadian approach to registry development, 
including cohort construction considerations, potential data sources and linkage capacity.  
 
Results  
The presentation will highlight the rationale, design considerations, and early feasibility of a 
Canadian firefighter registry based on existing national data infrastructure. It will also illustrate 
how tax data may help estimate coverage for volunteer firefighters and inform the strengths and 
limitations of this approach for population-based occupational cancer surveillance. Implications 
Attendees will gain a practical understanding of how Canada is approaching the development of 
a firefighter registry that can be linked to cancer outcomes to support prevention, early 
detection, and occupational health planning. The presentation will also provide insight into the 
methodological considerations involved in capturing volunteer firefighters within a national 
surveillance framework. 
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Background  
Previous studies have shown that the rescue and recovery workers exposed to the 9/11/2001 
World Trade Center (WTC) attacks in New York City had an elevated cancer incidence for 
several cancers; however, it is unclear whether the risk of developing subsequent primary 
cancers (SPCs) among WTC cancer survivors differs from other non-WTC-exposed cancer 
survivors.  
 

Objectives  
We assessed the incidence of SPCs among WTC-exposed cancer patients and evaluated the 
association between WTC exposure and risk of developing SPCs.  
 

Method  
The study population included the WTC-exposed rescue and recovery workers who were 
participants of the Combined WTC Cohort (pooled across three WTC cohorts), with a first 
primary cancer diagnosed during 2002-2022 in New York state (WTC cancer patients). The risk 
of SPCs among WTC cancer patients was evaluated using standardized incidence ratio (SIR), 
with cancer patients without WTC exposure (non-WTC cancer patients) as the reference 
population. We calculated SIRs for specific combinations of first and subsequent cancers, also 
by date of first arrival at WTC site and status of participation in WTC Health Program (WTCHP). 
Additionally, we conducted multivariate sub-distribution hazard regression analyses to evaluate 
the risk of SPCs associated with WTC exposure.  
 

Results  
A total of 827 (12.8%) SPCs were identified among 6,474 WTC cancer patients. Compared to 
non-WTC cancer patients, WTC cancer patients showed an increased risk of subsequent 
cancers for all cancers combined (SIR:1.08; 95% CI: 1.01-1.16), prostate (SIR:1.52; 95% CI: 
1.30-1.77), and thyroid (SIR:1.54; 95% CI: 1.08-2.14) cancers. Elevated SIRs were also 
observed for specific combinations of first and subsequent cancers. We found earlier arrival at 
the WTC site and participation in WTCHP were positively associated with the risk of subsequent 
cancers. The findings based on multivariate modeling were generally consistent with results of 
the SIR analyses.  
 

Conclusion  
Our study found elevated overall SPC risk among WTC cancer survivors, most prominently for 
subsequent prostate and thyroid cancers. Even though heightened medical surveillance likely 
played a major role for these increases, WTC exposure could also be a plausible contributor. 
Further research is warranted to continuously monitor the impact of WTC exposure on risk of 
SPCs. 
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VPR-CLS: Implementation, Benefits, and Challenges of 

Privacy-Preserving Record Linkages  

Castine Clerkin1, Don Green2, Will Howe2 
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Background  
The Virtual Pooled Registry Cancer Linkage System (VPR-CLS) is an online service that 
facilitates linkage between research studies and 47 U.S. cancer registries.1 The VPR-CLS has 
performed linkages using personally identifiable information (PII). These PII linkages required 
that participating registries download the study file, complete the linkage behind their firewall, 
and upload match counts. Studies unable to share PII cannot use the VPR-CLS. Additionally, 
for most studies only 80% of the registries uploaded match results by the 30-day deadline and 
for larger studies the linkage runtime could be extensive. To address these limitations the VPR-
CLS implemented privacy preserving record linkage (PPRL) techniques to allow more 
automated, efficient, flexible linkage process without revealing sensitive information.  
 
Purpose  
Describe the new PPRL approach, registry onboarding for automated PPRL linkages at IMS 
(VPR Honest Broker), criteria for PPRL versus PII linkage, and the benefits and challenges of 
PPRL.  
 
Methods  
Match*Pro linkage software was updated to allow creation of hash tokens. The VPR-CLS 
workflow was modified to permit PPRL linkages, including automated linkage by IMS. A PPRL 
DUA was created to cover IMS use and protection of registry PPRL files. Cancer registries 
created PPRL linkage files. The Call for Data (CFD) submission portal was updated to facilitate 
PPRL DUA signature and PPRL file upload. Starting in January 2026, most VPR-CLS linkages 
will leverage PPRL methodologies.  
 
Results  
Registries used the CFD portal to initiate the automated PPRL process. To date, 18 registries 
have executed the PPRL DUA for automated IMS linkages and uploaded their PPRL file. Two 
registries cannot participate in automated PPRL, and 27 registries are still deciding. Criteria for 
determining PPRL versus PII linkage was finalized. We anticipate that PPRL will identify fewer 
matches than PII linkage given its deterministic nature; however, it will (1.) allow more studies to 
use the VPR-CLS for linkages, (2.) result in more efficient registry linkages, and (3.) provide 
match counts to researchers in a timelier manner.  
 
Conclusion  
PPRL encourages broader use of the VPR-CLS, minimizes the need to distribute PII, and has 
the potential to improve the timeliness and efficiency of registry linkage and provision of match 
counts. 
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Background  
The New York State Cancer Registry’s (NYSCR) Physician Reporting program is responsible 
for obtaining cancer case information from private practitioners. The NYSCR has built a 
program to engage such providers in electronic reporting of their newly diagnosed cancer 
patients.  
 

Purpose  
The purpose of this presentation is to describe the activities of the NYSCR Physician Reporting 
program, that seeks to ascertain cancer cases not reported by hospitals, surgery centers, and 
radiation treatment centers, in an effort to accurately describe the burden of cancer among New 
Yorkers.  
 

Methods  
The NYSCR has improved cancer reporting from physician practices by establishing protocols 
for targeted outreach, as well as annual production of laboratory follow-back requests. Targeted 
outreach is designed to use a systematic approach to initiate and maintain reporting from 
dermatology, urology, and small hematology/oncology specialists. Activities related to outreach 
and reporting patterns are tracked using a Microsoft Access database. Providers and their staff 
are educated on reporting laws and trained to submit cases electronically. Laboratory follow-
back requests compiled annually for lab-only cases are created for NY physicians regardless of 
specialty or service location.  
 

Results  
A web-based physician cancer case reporting application, located within a Department of Health 
secure platform, captures information about the patient, cancer diagnosis using one of six site-
specific modules, and treatment. Data expected to be readily available in the medical record are 
collected using NAACCR standard items, selection lists, hover instructional messages, and pop-
up edit errors to improve data quality and reduce unnecessary coding by NYSCR staff. Team 
members perform review of submitted cases prior to the import into NYSCR’s data management 
system for processing. The NYSCR received over 10,681 case reports from physicians for the 
2023 diagnosis year: 8,109 were actively reported as a result of targeted outreach, 97% 
electronically. An additional 2,319 were ascertained through follow-back activities.  
 

Conclusion  
Physician reporting is multi-faceted and requires extensive staff effort, a defined outreach plan, 
and a technical framework to maintain a collection tool used by providers. Future steps for this 
NYSCR program include additional technical development followed by targeted outreach to 
allow nurse practitioners and physician assistants to report cancer cases electronically. 
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Remote Clinical Settings 

Keri Miller1 
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Cancer surveillance systems are traditionally structured around hospital-based diagnosis and 
treatment; however, for many rural and remote communities, including villages and small 
outpatient clinics, cancer care follows markedly different pathways. Limited on-site diagnostic 
services, infrequent specialty access, and reliance on referral networks create challenges for 
complete and timely cancer reporting.  
 
This presentation examines operational approaches to casefinding and abstraction when cancer 
diagnosis and early care occur in villages and small clinical offices with minimal staffing and 
limited health information technology infrastructure. Drawing on experience from a statewide 
registry serving remote and tribal communities, the session highlights strategies for identifying 
reportable cases through pathology reports, referral documentation, and external diagnostic 
facilities when local records are sparse or incomplete.  
 
Key challenges addressed include delayed diagnosis confirmation, fragmented documentation 
across multiple care sites, and inconsistent reporting practices in small offices unfamiliar with 
registry requirements. Practical solutions include tailored outreach to village clinics, simplified 
reporting guidance, flexible abstraction workflows, and strengthened communication with 
pathology and referral partners. The presentation also explores the impact of these care 
patterns on data elements such as date of diagnosis, stage at diagnosis, and first course of 
treatment, emphasizing the importance of contextual interpretation when traditional timelines do 
not apply.  
 
By adapting registry operations to reflect the realities of village-based and small-office care, 
cancer registries can improve data completeness and better represent cancer burden in rural 
and underserved populations. These approaches offer transferable lessons for jurisdictions 
seeking to strengthen surveillance beyond traditional hospital settings. 
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Background  
Population-based Cancer Registries ascertain reportable cancers using multiple data sources, 
with pathology reports serving as the primary source. While histopathologic confirmation 
remains central to registry operations, imaging studies frequently provide the earliest 
documented evidence of suspected malignancy. As electronic pathology reporting has matured, 
incorporating real-time imaging reports represents an opportunity to support timely cancer case 
identification. However, radiology reports are largely unstructured and often contain diagnostic 
uncertainty, negation, historical references, and surveillance-related language, complicating 
automated identification of reportable cases. Conventional code-based methods lack the 
contextual granularity needed for this task, whereas advances in Natural Language Processing 
(NLP) offer alternative approaches for interpreting imaging narratives.  
 

Purpose  
To apply and compare independent NLP approaches for identifying reportable cancer cases 
from imaging reports: a rule-based regular expression (regex) method, a zero-shot large 
language model (LLM) prompt-based method, and a fine-tuned LLM classifier.  
 

Methods  
Real-time electronic diagnostic imaging reports warehoused by the BC Cancer Registry were 
analyzed using three pipelines. The rule-based approach applied curated malignant and 
ambiguous terminology, phrase-level extraction, and contextual exclusion rules to identify 
cancer-related mentions while excluding negated, historical, hypothetical, and surveillance-
related contexts. Independently, the Qwen2.5-14B foundational LLM was fine-tuned with a 
classification head using 4,557 labeled reports. A prompt-based LLM approach was also 
evaluated using predefined medical documentation. All methods were evaluated against a 
manually annotated reference standard derived from 6,557 imaging reports. Performance was 
assessed using precision, recall, and F1-score.  
 

Results  
The rule-based NLP approach achieved F1-scores of 0.950 and 0.855 for non-reportable and 
reportable cases, respectively, with a reportable recall of 0.918 across 6,557 reports. The fine-
tuned LLM achieved F1-scores of 0.938 and 0.831 with a reportable recall of 0.926 on a subset 
of 2,000 reports. The prompt-based LLM achieved F1-scores of 0.892 and 0.512 with a 
reportable recall of 0.387 across 6,557 reports.  
 
Conclusion  
Rule-based and LLM-based NLP approaches provide complementary perspectives for cancer 
reportability identification from imaging reports. While NLP applications to pathology text are 
more established within registry operations, its applications to imaging text remains emerging. 
This study provides an early comparison of approaches and informs their potential roles, 
limitations, and operational considerations in supporting timely cancer surveillance. 
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Background  

Cancer registries rely on complex, evolving documentation to support accurate abstraction, staging, and 

coding. While Natural Language Processing (NLP) and machine learning approaches have been widely 

studied for information extraction, there is limited published evidence on the use of GenAI retrieval-

augmented systems (RAG) to support registry workflows.  
 

Purpose  

This study explores and compares two early GenAI RAG implementations in Canadian cancer registry 

settings to inform safe, practical adoption of generative AI for registry workflows.  
 

Methods  

We describe and compare two exploratory GenAI RAG applications in Canadian cancer registry contexts: 

(1) an enterprise Copilot-based RAG system deployed at the British Columbia Cancer Registry (BCCR) to 

support Oncology Data Specialists, surveillance professionals, and data scientists, and (2) a custom 

open-source RAG system being assessed for potential to generate consistent, accurate responses to 

common cancer coding and staging queries across Provinces and Territories. Both systems support use 

cases including coding assistance, documentation navigation, training, and downstream surveillance and 

analytic workflows. The RAG knowledge bases were populated, where permitted, with authoritative 

registry documentation, including national and jurisdictional coding standards and local registry guidance. 

Evaluation approaches included subject matter expert (SME) review of responses, assessment of 

documentation support and source citation, and operational metrics such as latency and usability.  
 

Results  

The Copilot-based system enabled rapid deployment and was positively received for documentation 

lookup and training-related questions when authoritative guidance was available in the knowledge base. 

In contrast, an initial open-source RAG prototype failed clinical validation due to hallucinated responses 

and performance limitations, prompting a redesign focused on retrieval quality and governance, with early 

testing suggesting improved response acceptability and operational feasibility. Additional validation and 

quantitative evaluation are in progress.  
 

Conclusion  

Early Canadian experiences suggest that GenAI RAG systems can support cancer registry workforce 

enablement, training, and knowledge access when designed with retrieval-first principles and strong 

governance. These findings provide practical insights for future evaluations and national-scale 

implementations of GenAI in cancer surveillance, emphasizing the importance of retrieval quality, 

documentation coverage, and human oversight.  
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Background  
Cause of death (COD) is a key data element in cancer registries and is fundamental to analyses 
such as cause-specific survival, mortality trends, and outcomes research. High-quality COD 
data are critical for accurately characterizing the impact of cancer, evaluating treatment 
effectiveness, identifying disparities, and supporting cancer control and prevention efforts. For 
cancer registries, reliable COD information enhances the interpretability and validity of survival 
and mortality analyses by enabling a clear distinction between cancer-related deaths and 
deaths due to other causes. Unfortunately, this information is currently available only on 
government-issued death certificates, which are typically received and stored in EHRs as 
scanned images. Traditional computer vision-based optical character recognition (OCR) 
methods struggle with handwriting, background noise, and blurriness, resulting in poor 
performance. A robust method for the COD ascertainment is increasingly needed. Latest Vision 
Language Models (VLMs), such as Qwen3-VL and gpt-4.1, have shown promising OCR 
performance on poor-quality scanned documents in the general domain, while underutilized in 
the biomedical field.  
 
Purpose  
The purpose of this study was to evaluate the performance of VLMs for automated extraction of 
cause-of-death information from scanned death certificates and to assess their potential 
applicability for cancer registry use.  
 
Methods  
We evaluated VLM-based methods for cause of death extraction from scanned government-
issued death certificates in a major cancer hospital. We proposed two prompting methods: (1) 
the Two-step approach, which prompts VLMs for a full-text OCR followed by a text-based 
information extraction. (2) End-to-end approach, which prompts VLMs with a JSON schema for 
image-based information extraction. From a total of 22,733 death records, 500 were manually 
annotated to serve as ground truth.  
 
Results  
For the primary cause of death, the Qwen3-VL-30B-A3B-Thinking with the end-to-end approach 
achieved the best accuracy of 0.8625, significantly outperforming the Tesseract baseline 
(0.2396). For the underlying causes of death, the two-step method achieved the best F1 score 
of 0.7637, outperforming the baseline (0.2451).  
 
Conclusion  
The growing emphasis on precision medicine highlights the importance of cause-of-death 
ascertainment. Our method showed significant improvements over traditional OCR methods and 
provided an alternative to the costly National Death Index.  
 
 



76 
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Background  
In July 2023, The Canadian Partnership Against Cancer (CPAC) and the Canadian Cancer 
Society jointly released the pan-Canadian Cancer Data Strategy (cancer data strategy). The 
cancer data strategy was supported by extensive collaboration with pan-Canadian partners, 
which includes 3 priorities and 13 areas of focus aimed at improving cancer data in Canada 
over the next 5-10 years.  
 
Purpose  
To advance cancer data strategy priorities, CPAC invested $14M to support the planning and 
implementation of 34 projects across all 10 provinces and nationally in Canada. The priority for 
most jurisdictions in their journey towards modernizing their cancer registries was to achieve 
timelier cancer case ascertainment and staging, which requires the use of new technologies and 
adopting AI methodologies that reduce manual labor and improve accuracy. While these are 
ongoing collaborations slated for completion by Dec 2027, many projects have already realized 
significant impacts and gains within their system.  
 
Methods  
CPAC funding enabled partners to secure critical resources, such as project managers, 
analysts, and data scientists, that might not otherwise have been available. In addition, CPAC 
holds regularly scheduled check-in calls to monitor progress, manage budgets, and mitigate any 
risks, as well as host KTE webinars to support partner collaborations and knowledge sharing.  
 
Results  
Jurisdictions were able to accelerate cancer case registration and staging data within their 
respective registries. A national cancer-specific AI community of practice was developed, 
including the creation of context diagrams and workflows support cancer registry systems 
alignment. It enabled successful pan-Canadian collaboration efforts demonstrating the ability to 
move AI algorithms across jurisdictional boundaries to achieve timelier case ascertainment 
using federated learning, overcoming privacy concerns. Interim results also confirmed 
automated capturing of pathologic stage at diagnosis via natural language processing solutions.  
 
Conclusion  
AI is a key component of modernizing the Canadian healthcare system and the cancer data 
strategy is a key facilitator to spark implementation of and build a strong foundation for the 
future of the Canadian cancer system. 



77 

 

Concurrent 5.A 
Trends in Pediatric, Adolescent and Young Adult 

Cancer 
June 25, 2026, 2:15 PM - 3:15 PM 

 

Trends in Childhood Cancer Incidence and Prevalence in 

British Columbia, 2000–2023 

Mahnoor Faisal1, Nivedha Raveinthiranathan1, Yaling Yin1, Meghan Oneill1, Andrew Brown1, Ryan   

Woods1,2 

1BC Cancer, Vancouver, Canada, 2School of Population and Public Health, University of British Columbia, 

Vancouver, BC, Canada 
 

Background  
While relatively rare, childhood cancers differ from adult cancers in etiology, treatment, and long -
term outcomes. However, national reports rely on adult cancer classification systems for childhood 

cancers. Population-based analyses using the International Classification of Childhood Cancer, 
Third Edition (ICCC 3E), describing long-term trends in British Columbia (BC), Canada, remain 
limited.  
 

Purpose  
To evaluate trends in crude and age-standardized incidence and prevalence of childhood cancer in 
BC using population-based data from the BC Cancer Registry.  
 

Methods  
Childhood cancer cases among children aged 0-14 diagnosed from 2000 to 2023 were extracted 
from the BC Cancer Registry and classified using the ICCC-3E. Crude and age-standardized 
incidence rates (ASIRs) and prevalence proportions per 1,000,000 were calculated using the 2021 
Canadian standard population from Statistics Canada. Population estimates were obtained from the 
BC Stats Population Estimates dashboard.  
 

Results  
A total of 120 childhood cancer cases were recorded in BC in 2023. Crude incidence rates and 

ASIRs remained stable over the study period, with ASIRs ranging from 123.6 per 1,000,000 in 2004 
to 200.9 per 1,000,000 in 2023. Consistent sex-based differences were found, with males 
demonstrating higher crude and ASIRs than females across most years. Male predominance was 
evident across several cancer types, particularly lymphomas, where male crude rates per 1,000,000 
were double those of females (26.0:13.0). Age-specific patterns were also revealed: neuroblastoma 
was most common among infants aged less than 1 year, leukemias dominated in children aged 1 -4 
years, and central nervous system (CNS) tumours were the leading diagnosis among children aged 
5-9 and 10-14 years. Age-standardized five-year limited-duration prevalence proportions for children 
under 15 peaked in the 2014 index year (654.1 per 1,000,000) and gradually declined to 473.7 per 
1,000,000 by 2023.  
 

Conclusion  
Overall, childhood cancer incidence in BC remained stable from 2000 to 2023, with persistent sex -
and-age based differences. The continued predominance of leukemias and CNS tumours in 
incidence rates emphasize the need for targeted surveillance and care. The decline in prevalence 
proportions after 2014 requires further examination on the role of survival rates and data 
completeness. These findings highlight the importance of ongoing, standardized childhood cancer 
surveillance to support evidence-based planning and survivorship care in BC. 
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Background  
Previous research reported that the increase in early-onset cancer incidence rates in the United 
States largely reflect increased detection of asymptomatic cancer and overdiagnoses. However, 
contemporary cancer incidence trends in young adults have not been reported by stage at 
diagnosis.  
 
Purpose  
To examine incidence rates by stage at diagnosis for 13 common cancers in young adults in the 
United States.  
 
Methods  
Microscopically confirmed cases diagnosed from 2000 to 2022 among adults aged 20 to 49 
years for 13 cancers with previously identified increasing trends were obtained from the North 
American Association of Central Cancer Registries public use dataset via SEER*Stat, version 
9.0.42.0. Average annual percent change (AAPC) from 2013 to 2022 by cancer site and stage 
at diagnosis were analyzed using Joinpoint regression software, version 5.4.0.  
 
Results  
A total of 1,102,817 cancer cases from the 13 cancer types were diagnosed among adults aged 
20 to 49 years from 2013 to 2022, with incidence rates increasing by an average of 0.6%-3.5% 
per year for six cancers (small intestine, colorectal, uterine corpus, female breast, kidney, and 
gastric non-cardia). Rates were stable or declined for the remaining seven cancers. This 
increase occurred in both local- and advanced-stage disease by 0.5%-4.8% per year, except for 
gastric non-cardia for which only distant-stage disease increased. Rates also increased for 
local-stage pancreatic cancer by 4.8% per year, and for regional- and/or distant-stage cervical, 
liver, and prostate cancers by 1.3%-4.5% per year.  
 
Conclusion  
Based on nationwide population-based data, early-onset cancer incidence rates are increasing 
for both early- and advanced-stage disease, suggesting a role for environmental and/or lifestyle 
factors as well as increased detection of asymptomatic disease.  
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Background  
Gastrointestinal (GI) cancers have long been understood to primarily affect older adults; 
however, rising incidence among younger adults less than 50 years of age (“early-onset”) in the 
US has captured significant media and public attention. In addition, rising incidence rates of 
early-onset colorectal cancer (CRC) prompted screening guideline changes in recent years, 
lowering the recommended screening initiation age from 50 to 45. Texas is the fastest growing 
and second most populous state in the nation, with an increasingly diverse population, offering 
distinct opportunities to examine trends and disparities in these cancers.  
 
Purpose  
To examine early-onset cancer incidence trends for common GI cancers in Texas to inform 
public health practice and research efforts across the state.  
 
Methods  
We analyzed the most recent 10 years of complete Texas Cancer Registry (TCR) incidence 
data (2014-2023), using SEER*Stat and Joinpoint, to identify trends in early-onset GI cancer 
incidence rates among Texas adults (ages 20-49 years). We calculated age-adjusted incidence 
rates and annual percent change (APC) for each cancer type separately, including esophageal, 
gastric, pancreatic, small intestinal, and liver and intrahepatic bile duct (IHBD) cancers, as well 
as CRC by subsite (colon, rectum, and appendix). To understand the difference in subgroups, 
we stratified by 10-year age groups and patient race/ethnicity. Diagnosis year 2020 was 
excluded from the estimation of trends.  
 
Results  
Overall, incidence rates of early-onset GI cancers increased significantly from 2014 to 2023 for 
colon (APC: 3.1%), rectal (4.4%), appendiceal (5.0%), gastric (2.7%), small intestinal (2.9%), 
and pancreatic cancers (2.3%). Incidence rates decreased significantly for liver and IHBD 
cancer (-2.8%) and non-significantly for esophageal cancer (-1.8%). Differences by 
race/ethnicity were identified; rates are rising fastest among Hispanics for appendiceal cancer 
(9.2%), among Non-Hispanic (NH) Whites for colon cancer (2019-2023: 6.6%), and among NH 
Blacks for rectal cancer (6.4%). Small variations in trends by sex were also noted for colon, 
rectal, appendiceal, and liver and IBHD cancers.  
 
Conclusions  
Rising incidence rates of early-onset GI cancers in Texas supports continued public health 
attention, including evaluations of screening initiation ages and expanded statewide screening 
outreach efforts. Research into the drivers of these rising rates, including environmental and 
lifestyle-related factors, is warranted. 
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Background  

Iowa has the second-highest cancer incidence rate in the US, which has led to increasing statewide 

interest in cancer. Many are concerned about why Iowa has a high incidence and want to know more 

about the cancer rates and risk factors in their communities. Cancer registries are a unique data resource 

with expertise that can help communities understand their cancer control and prevention needs.  

 

Purpose  

Provide Iowans in all 99 counties with county-specific cancer data through community-engaged 

presentations.  

 

Methods  

Iowa Cancer Registry (ICR) staff used data visualization software (Tableau) to populate county -specific 

data and information for advertising flyers and presentations for each county. The presentations include 

information on the county’s top 5 cancers, including incidence and mortality, stage, screening guidelines, 

health behaviors related to cancer risk, and county- and state-level resources. These data points are 

compared to state and US data. To plan presentations, each county’s public health director is invited to 

attend a 30-minute planning meeting that covers the project objectives, logistics, and strategies for 

inviting community members. A cross-organizational planning team develops outreach lists for each 

county. Event registration is hosted by the Iowa Cancer Consortium, which facilitates longer-term 

engagement with cancer control. After each presentation, an evaluation survey is administered to the 

county public health planning teams and participants.  

 

Results  

Within the first 12 months, presentations for 44 out of 99 Counties were completed, and more than 1,800 

participants attended these meetings. The time spent creating presentation materials decreased from 8 

hours to 10 minutes after implementing Tableau. Several counties have used these presentations to build 

momentum and initiate community discussions to address the cancer burden locally. Furthermore, over 

1500 media stories have referenced the ICR since this project was initiated.  

 

Conclusion  

This project increased the visibility of the ICR and the perception of its importance to the general public. 

By using Tableau, a small team was able to create consistent, high-quality presentations quickly. To 

sustain the momentum created by these meetings beyond the project period, Tableau dashboards are 

being developed to enable users to query county-level data. These dashboards will be updated annually 

and accessible on the ICR website. 
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Using the Indiana State Cancer Registry (ISCR) to Investigate 
a Possible Cancer Cluster in Martinsville Indiana Related to 

an EPA Superfund Site 
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1Indiana Department of Health, Indianapolis, USA 

 
Background  
The Indiana Department of Health (IDOH) updated its cancer cluster investigation methods in 
alignment with the CDC’s revised guidelines. Following community concern regarding an EPA 
Superfund site in Martinsville, Indiana, a cancer cluster investigation was conducted to evaluate 
whether cancer incidence exceeded expected levels.  
 
Purpose  
Utilize ISCR data to assess if Martinsville, Indiana has higher than expected amounts of cancer 
compared to Indiana.  
 
Methods  
The IDOH Cancer Cluster Inquiry Team conducted a 20-year retrospective analysis. Utilizing 
data from the Indiana State Cancer Registry (ISCR), age-adjusted rates and standardized 
incidence ratios (SIRs) were calculated for 5-year intervals to assess temporal and geographic 
pattens. Martinsville was evaluated alongside Morgan County and statewide rates. Eight cancer 
types that are known to be associated with the environmental exposure of concern and ten 
additional cancer types were included.  
 
Results  
No evidence of an unusual cancer pattern was identified in Martinsville. Morgan County 
historically has one of the highest overall cancer incidence rates in Indiana, complicating 
interpretation of elevated rates at sub-county levels. While there were significant results, both 
Martinsville and Morgan County shared similar results or results were inconsistent between 
timeframes. Among cancers known to be associated with environmental exposure, both Morgan 
County and Martinsville showed elevated rates of kidney cancer while Martinsville alone had 
elevated incidence of myeloma and leukemias during certain timeframes. For other cancer 
types, both areas showed elevated melanoma and oropharyngeal cancer incidence. Where a 
statistically significant higher rate was found, no conclusions regarding causation between the 
environmental site of concern and the results could be made.  
 
Conclusion  
Cancer cluster investigations are frequently conducted in response to community concern yet 
rarely show causal links between environmental exposures and cancer outcomes. With 
hundreds of different cancers with varying factors and latency periods, defining a cancer cluster 
is extremely difficult. Proving causality between a case of cancer and a specific exposure 
presents substantial analytic challenge. The cancer registry is a valuable tool but has limitations 
in addressing community concerns. This investigation shows the importance and complexity of 
clear communication to the public regarding the interpretation constraints of cancer cluster 
analyses. 
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Background  
Cancer surveillance data are typically available to the public at the county level; however, NJ 
counties encompass large and demographically heterogeneous populations. Analyses at this 
scale may obscure local variation in cancer burden and limit the ability to identify spatially 
varying determinants relevant to public health planning.  
 
Purpose  
To describe geographic patterns in cancer incidence and their associations with demographic 
and health-related characteristics at a sub-county level in NJ.  
 
Methods  
We conducted a cross-sectional analysis using publicly available data. Sub-county geographic 
units were defined using zones from the NCI’s Zone Design Project, which meets minimum 
population size criteria. Demographic, health outcome, preventive service use, and health 
behavior measures were obtained from the CDC’s PLACES project. Spatial patterns in age-
adjusted incidence rates (AAIR) were visualized with choropleth maps; global Moran’s I 
assessed spatial autocorrelation. Pearson correlations (r) examined associations between AAIR 
and demographic/health-related variables. Underlying health-related factors were identified by 
Principal component analysis (PCA).  
 
Results  
Choropleth maps showed contrasting incidence patterns between zones along the I-95 corridor 
and northern vs southern regions. Global Moran’s I for AAIR averaged near 0.25 and reached 
0.55 for all sites among all races and sexes, indicating moderate spatial clustering; race-specific 
AAIR showed minimal clustering. Across NJ zones, all-cancer AAIRs were inversely correlated 
with % foreign-born (r=−0.81), % minority/Hispanic (r=−0.66/−0.66), and uninsured (18-64y) 
(r=−0.54), and positively correlated with arthritis (r=+0.53) and dental visits (r=+0.41) (all 
p<.0001). Among females, AAIR was positively associated with cervical and colorectal cancer 
screening and dental visits (r≈+0.48-+0.60) (all p<.0001). AAIR for Non-Hispanic Asian/Pacific 
Islanders was positively associated with cervical cancer screening, core preventive services 
(men), and dental visits (r≈+0.51-+0.52) and inversely associated with % minority and (r≈−0.44 
to −0.50). AAIR for Hispanic populations was inversely associated with % 
minority/Hispanic/foreign-born (r≈−0.42 to −0.49). PCA identified five health-related factors (two 
health outcomes, two prevention, one health behavior); all but one was significantly associated 
with all-cancer AAIR in multivariable models.  
 
Conclusion  
Sub-county geographies reveal meaningful spatial variation in cancer incidence that is not 
apparent at the county level. Access to sub-county data improves characterization of spatial 
processes influencing cancer burden and supports targeted public health interventions. 
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Development of a Canadian Oncology Coding Micro-

Credential 
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Background  
Oncology Coding is currently performed in Canada by CHIM-certified professionals, who have 
the additional US-focused ODS certification.  
 
Purpose  
As the certifying and regulatory body for the CHIM certification and other health information 
certifications, the Canadian College of Health Information Management is uniquely positioned to 
support a Canadian certification for oncology coding.  
 
Methods  
The Canadian Oncology Coding micro-credential will ensure Oncology Coders in Canada have 
the competencies and skills needed for Oncology Coding in Canada, while still maintaining the 
necessary alignment with international standards. We use a standard blueprint for designing our 
certifications and micro-credentials, which includes discovery, design, build, and launch phases, 
with subject matter expert involvement at each stage, and ongoing continuous quality 
improvement strategies included throughout. The Micro-Credential will be awarded to CHIM-
certified professionals who successfully complete the National Micro-Credential Exam (NME), 
which will be developed by Canadian Subject Matter Experts on the CHIMA Oncology Coding 
Working Group. This group is also working to curate an Oncology Coding Body of Knowledge to 
assist in preparing for the NME, and to support ongoing training and education needs.  
 
Results (anticipated)  
A Canadian-certified workforce, with increased opportunities to expand the supply of Certified 
Oncology Coding Specialists, and provide Canadian-focused continuing education support.  
 
Conclusion  
A Canadian-focused Oncology Coding micro-credential will fill a gap that has existed in Canada 
for years and will ensure that quality education and training materials are available for Oncology 
Coding professionals. 
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Background  
When Utah Cancer Registry (UCR) joined the NPCR program in 2017, we began to formalize 
our quality assurance and training programs to meet NPCR standards. We designated 
dedicated staff to oversee quality and training.  
 
Purpose  
To provide an overview of UCR’s efforts to improve data quality through close collaboration 
between designated Quality Assurance and Training Coordinators.  
 
Methods  
We created two roles, Quality Assurance Coordinators and Training Coordinator, to work in 
collaboration to enhance data quality and improve training at the registry. We first determined 
where we wanted to focus our quality efforts by holding meetings with ODS staff and discussing 
issues identified during coding. We reviewed NPCR requirements, yearly coding guideline 
changes, standard setter requests, and quality reviews done by other central registries. We then 
evaluated our processes for efficiency and efficacy. We met regularly to discuss quality issues 
and how to best educate and train on identified issues.  
 
Results  
The Quality Assurance Coordinators and Training Coordinator created a series of ongoing 
initiatives for UCR ODS staff. These included monthly re-coding tasks, focused quality reviews, 
quarterly quizzes, group discussions of difficult cases, and monthly “Training in a Minute” 
presentations. In addition, we send monthly quality tips emails to the Utah registrar community 
and created a formal follow-back process for reporting facilities. We evaluate findings of internal 
quality reviews and use results to guide training and education efforts. For example, quarterly 
quizzes are based on issues noted after evaluation of monthly re-coding findings. “Training in a 
Minute” presentations and quality tip emails are based on issues found during coding of facility 
abstracts and internal re-coding.  
 
Conclusion  
Collaboration between the Quality Assurance Coordinators and the Training Coordinator has 
improved operational efficiency, enhanced data quality, improved our relationship with hospital 
registrars, and guided training efforts toward areas which need improvement. These efforts 
have helped both the central registry and hospital registrars to correct inconsistencies and 
incorporate updates to coding rules and standards. 
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Treatment Delays and Survival Divides: The Role of Race and 

Sex in Early-Onset Colorectal Cancer 
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Background  
Adults with early-onset colorectal cancer (EOCRC, diagnosed < 50 years) are more likely to 
experience delays in diagnosis and present with more advanced stages of disease. Therefore, 
understanding the patterns of timely access to care, such as time to treatment initiation following 
a cancer diagnosis, is critical, as improving this process could significantly enhance outcomes.  
 
Purpose  
We examined the association between sex, race/ethnicity, and treatment timeliness with both 
cause-specific survival (CSS) and overall survival (OS) among EOCRC patients.  
 
Methods  
We conducted a retrospective cohort analysis using data from the 2006-2020 Surveillance, 
Epidemiology, and End Results Program. Exposures were sex, race/ethnicity (non-Hispanic 
White [NHW], non-Hispanic Black [NHB], non-Hispanic Asian /Pacific Islanders [PI], non-
Hispanic American Indian/Alaskan Native [AI/AN], Hispanic), and treatment timeliness. 
Outcomes were CSS for CRC death and OS for death of any causes. Cox proportional models 
were applied.  
 
Results  
Among 79,090 EOCRC patients, females (73.1% vs. 72.8% for males) were more likely to 
receive timely treatment; however, males had higher proportion of delay (7.5% vs. 6.9% for 
females) (p < 0.001). Racial minorities experienced significantly greater delays (5.3% for AI/AN, 
4.2% for Hispanic, 3.4% for NHB, and 3.1% for Asian/PI vs. 2.2% for NHW, p < 0.05). Adjusted 
Cox models showed elevated CRC and overall mortality among males (14%–18% for CSS and 
15%–20% for OS; p < 0.05) and NHB patients (23%–37% for CSS, 21%–34% for OS; p < 0.05). 
Hispanic patients with no/ unknown treatment had 22% higher CRC mortality (HR: 1.22; 95% 
CI: 1.03–1.44) and 23% higher overall mortality (HR: 1.23; 95% CI: 1.06–1.44) than NHW 
patients. AI/AN, Asian, and PI individuals had a 19% increased risk of overall mortality with 
delayed treatment (HR: 1.19; 95% CI: 1.00–1.42) compared to NHW patients.  
 
Conclusions  
Male and NHB patients had poorer CSS and OS regardless of treatment timing. Hispanic and 
AI/AN/Asian/PI patients faced higher mortality with delayed or undocumented treatment timing. 
Targeted strategies should focus on improving access to high quality of care for AI/AN/Asian/PI 
patients and addressing barriers beyond treatment timeliness for male and NHB patients. 
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Background  
Treatment received is an important consideration for a variety of cancer outcomes studies. 
Surveys often ask cancer survivors to report on treatment, but self-report may not be the most 
accurate method of capturing this information. Registry linkages can be an important tool in 
capturing a more complete picture of cancer diagnosis and first-course treatment that would 
otherwise be missed if relying on self-report alone.  
 
Purpose  
The purpose of this study was to compare cancer survivors’ self-reported treatment status with 
treatment information captured by Utah Cancer Registry. We were interested in describing 
whether factors, such as cancer site and treatment type, were associated with a cancer survivor 
reporting receiving no treatment when the registry had a record of first-course treatment.  
 
Methods  
We surveyed Utah cancer survivors diagnosed with invasive cancer between 2012 and 2023 (1-
6 years post-diagnosis). We asked if they were currently receiving, had completed, or received 
no treatment (including surgery, chemotherapy, and/or radiation). We evaluated the agreement 
between self-reported treatment status (received or not, type received) and registry-recorded 
first-course treatment, stratified by treatment type, cancer site, and time since diagnosis.  
 
Results  
Among 2,412 survivors, 2,219 had at least one type of registry-recorded first-course treatment; 
of these, 23.3% self-reported not receiving treatment. Accuracy varied by treatment received, 
with 26.4% of surgery recipients self-reporting no treatment, but only 4.8% of chemotherapy 
recipients self-reporting no treatment. By cancer site, 51.2% of kidney, 39.4% of endometrial, 
35.2% of melanoma, and 33.5% of colorectal cancer survivors who had treatment data in the 
registry self-reported no treatment. Longer time since diagnosis was also associated with less 
accurate self-report, with 18.8% of survivors less than 2 years from diagnosis incorrectly 
reporting no treatment compared to 26.8% of survivors 5+ years from diagnosis.  
 
Conclusions  
In this study, self-reported treatment is under-reported compared to registry captured first-
course treatment for certain treatments and cancer types, suggesting that registry-based data 
may allow for a more complete understanding survivors’ treatment history. Researchers may 
benefit from linkage to registry data or other sources to have a more complete understanding of 
survivors’ cancer history. 
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Background  
The development of targeted therapy to disrupt the growth and spread of tumors with specific 
mutations was a noteworthy advance in treatment for non-small cell lung cancer (NSCLC). The 
National Comprehensive Cancer Network (NCCN) publishes clinical practice guidelines for 
NSCLC with the goal of improving survival. However, gaps were identified in previous studies 
analyzing receipt of NCCN guideline-concordant care (GCC), defined by appropriate mutation 
testing and targeted therapy, and limited research has studied the effects of GCC on survival.  
 
Purpose  
This study aims to examine patterns and trends over time in receipt of NCCN-GCC and survival 
among adults diagnosed with advanced non-squamous NSCLC using nationally representative 
data.  
 
Methods  
We used data from the 2010, 2015, 2017/18 Patterns of Care Studies, stratified random 
samples of patients with late-stage NSCLC drawn from the NCI’s Surveillance, Epidemiology, & 
End Results cases. We used NCCN guidelines to categorize mutation test results and receipt of 
target therapy into GCC or non-GCC. Descriptive and logistic regression analyses were 
conducted to examine associations between sociodemographic, clinical and treating healthcare 
facility characteristics and receipt of GCC across the three time points. Kaplan Meier curves and 
both univariate and multivariate Cox proportional hazards models were used to evaluate the 
effect of GCC on lung cancer survival.  
 
Results  
The proportion receiving GCC increased over time (17.4% (2010), 58.6% (2015), and 62.4% 
(2017/18)). Factors associated with receipt of GCC differed by diagnosis year. Increased 
Charlson Comorbidity Index was a significant factor for both 2010 and 2017/18. Cox models 
showed greater survival for patients receiving GCC compared to non-GCC (adjusted Hazard 
ratios: in 2010: 1.52, CI: 1.07-2.15; 2015: 1.87, CI: 1.30-2.69; 2017/18: 1.29, CI: 1.12-1.49). 
Those who tested EGFR positive and received target therapy demonstrated greater survival 
than other groups in comparison.  
 
Conclusion  
We found NCCN-recommended GCC increased over time for adults diagnosed with advanced 
non-squamous NSCLC 2010, 2015 or 2017/18 and was associated with greater overall 5-year 
survival. The effects of sociodemographic, clinical and treatment facility factors on receipt of 
GCC and survival differed by year. Future studies should consider GCC and survival for 
individuals having tumors positive for more than one mutation.  
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Background  
Triple-negative breast cancer (TNBC) is characterized by aggressive clinical behavior and 
significant health disparities. While residential proximity to transportation infrastructure, such as 
airports, railways, and high-volume roads, has been linked to elevated cancer risk, the 
molecular mechanisms by which these environmental exposures influence tumor biology remain 
poorly understood.  
 
Purpose  
This study investigated the relationship between residential proximity to transportation 
infrastructure and TNBC stage at diagnosis. Specifically, we aimed to determine if epigenetic 
dysregulation, as reflected by microRNA (miRNA) expression, mediates the relationship 
between environmental exposure and TNBC stage.  
 
Method  
We analyzed data from the Louisiana Tumor Registry (LTR) on 434 Louisiana women aged >18 
years diagnosed with TNBC between 2009 and 2019. Clinical tumor stage (Early vs. Late) was 
linked to the 2022 Environmental Justice Index (EJI), which measures proximity to 
transportation infrastructure. The miRNA expression profiles were generated from Formalin-
Fixed Paraffin-Embedded (FFPE) tumor tissues. Libraries were prepared using QIAseq miRNA 
Library Kits and sequenced on an Illumina NextSeq 2000 System. Multiple mediation analysis 
was performed to assess individual and joint mediation effects.  
 
Results  
High residential proximity to transportation infrastructure was significantly associated with 
advanced TNBC stage (p-value = 0.02). Individual mediation analyses identified five significant 
mediators: hsa-let-7c-5p, hsa-let-7b-5p, hsa-miR-30a-3p, hsa-miR-92a-3p, and hsa-miR-151a-
3p. In the joint mediation model, the direct effect of environmental exposure on stage was not 
statistically significant (p = 0.147), indicating complete mediation by the miRNA panel. The joint 
indirect effect was statistically significant (p-value = 0.027), with hsa-let-7c-5p identified as the 
primary independent driver (p-value = 0.031).  
 
Conclusion  
Transportation-related environmental exposures may be associated with TNBC progression by 
dysregulating tumor-suppressive miRNAs. These findings provide molecular evidence linking 
the built environment to cancer disparities, suggesting these miRNAs as potential targets for 
intervention. 
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Background  
Outdoor occupations such as farming, gardening, construction, door-to-door delivery, and long-
range transportation place workers are at elevated risk for skin cancer due to prolonged 
exposure to ultraviolet radiation (UVR) from the sun and limited access to protective gear. In 
Virginia, between 2018 and 2022, the incidence rate of melanoma among white males was 1.5 
times higher than that of white females. Since males are more likely to work in outdoor jobs, this 
study aimed to examine whether there was an association between outdoor occupations and 
melanoma incidence by sex.  
 
Purpose  
The objective of this descriptive study was to determine whether outdoor occupations were 
associated with higher melanoma diagnosis rates among males compared with females.  
 
Method  
Data were extracted from the Virginia Cancer Registry live database. Because this analysis was 
occupation-related, we included males and females aged 40–80 who were diagnosed between 
2019 and 2023 in the Northwest health region. Occupation was derived from a text field and 
categorized into three responses: “outdoor,” “indoor,” and “unknown.” A chi-square model along 
with Fisher's exact test are applied to this dataset. All analyses were conducted using SAS 9.4.  
 
Results  
After data manipulation, the final study sample included N = 1,506 patients. Of these, 81 males 
(approximately 10% of all males) reported outdoor-related jobs, compared with only 7 females 
(1% of all females). Fisher’s exact test revealed a statistically s ignificant difference between 
male and female melanoma patients with outdoor occupations. We found that the odds of 
developing melanoma of skin cancer in male patients with outdoor jobs are 8.1 (95% CI 3.7-
17.8) times compared with female patients with outdoor jobs.  
 
Conclusion  
Excessive ultraviolet (UV) radiation from the sun can damage DNA in skin cells, leading to the 
development of skin cancers, particularly melanoma. Working in outdoor occupations is a 
significant risk factor for melanoma. Preventive measures to reduce sun exposure include 
wearing sunglasses and hats, applying broad-spectrum sunscreen, and seeking medical 
evaluation for skin abnormalities. However, due to the high proportion of unknown occupational 
data, the study lacked sufficient statistical power to examine additional risk factors such as 
family history, ethnicity, etc. 
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Background  
Following the transition from Collaborative Stage to American Joint Committee on Cancer 
(AJCC) 8th edition TNM staging in 2018, the proportion of unknown-stage cases increased 
across many solid tumour sites in Manitoba. Between 2018 and 2020, 17,492 solid tumour 
cases were recorded, with consistent increases in unknown-stage. Among the four most 
common cancer sites, the proportion of unknown-stage increased from 1.5% to 6.6% for lung, 
1.3% to 7.8% for breast, 2.0% to 26.9% for prostate, and 3.5% to 16.2% for colorectal cancer. 
These changes limit the comparability of stage distributions over time. To address this, the 
Manitoba Cancer Registry will collect Extent of Disease (EOD) staging in addition to AJCC 
staging beginning with the 2025 diagnosis year.  
 
Purpose  
To assess the completeness of EOD staging compared with AJCC TNM staging and evaluate 
the impact of EOD collection on registrar workload.  
 
Method  
Staging completeness will be assessed across all cancer sites for both staging schemas. 
Differences in the proportion of unknown-stage between TNM and EOD staging will be 
evaluated using McNemar’s test for paired binary data. To assess registrar workload, registrars 
will record the time required to stage a sample of cases across select sites using TNM alone 
and TNM with EOD.  
 
Results  
Stage completeness by cancer site will be reported following completion of 2025 registry data, 
with interim results available by June 2026. The proportion of unknown-stage using TNM versus 
EOD staging will be compared overall and by site, with p-values reported. Changes in registrar 
workload will be quantified by comparing mean staging time per case between staging 
approaches.  
 
Conclusion  
This study aims to demonstrate that the addition of EOD staging improves stage completeness 
and analytic utility without significantly increasing registrar workload. It is expected that since 
current registry staff have extensive experience with collaborative staging which shares many 
similarities with EOD, the implementation should cause minimal disruptions. However, additional 
investment of time and resources will be required to develop and deliver training for new registry 
staff. 
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Background  
Quality control audits in central cancer registries are essential for ensuring data accuracy, 
completeness, and reliability. High quality registry data support cancer surveillance, research, 
and evidence based public health decision making. A comprehensive quality review process 
that integrates case-finding, case completeness, and re-abstraction audits allows registries to 
identify discrepancies, address systemic issues, and promote continuous improvement in 
reporting practices.  
 
Purpose  
The purpose of this quality review process is to enhance registry data integrity through accurate 
and comprehensive reporting. Specific objectives include verifying data accuracy through re-
abstraction and case completeness audits, standardizing data collection procedures, improving 
adherence to reporting standards, and minimizing common errors.  
 
Methods  
Quality control audits are conducted every five years across all hospital facilities and are 
supported by annual case volume reviews. The audit process includes reviews of medical 
records, pathology reports, disease indexes, and case re-abstractions. Case-finding and case 
completeness audits include annual case load reviews in which facilities submit electronic 
pathology reports for a defined two month period. Reports are uploaded into an audit system 
prior to review, and Quality Assurance staff check submitted reports against registry data to 
identify missing cases or discrepancies. Disease index reviews are performed annually using 
automated tools to compare facility disease indexes with the cancer registry database. 
Potentially unreported cases are investigated to ensure complete case capture. Re-abstraction 
audits involve a randomized sample of cases selected from common cancer sites and unique or 
complex cases, including non-solid tumors and unknown primary sites. Abstracted data such as 
staging, treatment, and diagnosis dates are validated against original medical records. Remote 
re-abstraction methods are used when access limitations exist.  
 
Results  
Common errors identified included incorrect PSA values in prostate cancer cases, SSDI 
reporting issues in breast cancer, misclassification of lymphovascular invasion in colon cancer, 
and staging or coding errors involving circumferential resection margins. Audit findings resulted 
in improved data accuracy, standardized reporting practices, enhanced abstractor training, and 
increased compliance with state reporting requirements.  
 
Conclusion  
The integrated quality review process improves cancer registry data quality by identifying errors, 
addressing systemic challenges, and supporting continuous education, strengthening the 
reliability of registry data for surveillance, research, and public health planning. 
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Background  
Cancer registries increasingly support research beyond standard surveillance, including patient 
contact and medical record abstraction (MRA). These efforts add operational complexity for 
registry workflows and oncology data specialists (ODS), yet guidance on designing sustainable 
abstraction tools remains limited. THRIVE (Tracking Health and Responses to Living with 
Cancer) is a patient contact study exploring the experiences of individuals living with metastatic 
colorectal cancer (mCRC) among recently diagnosed patients identified through the New Jersey 
State Cancer Registry (NJSCR) and the Cancer Registry of Greater California (CRGC). To 
support THRIVE research objectives, enhanced MRA beyond standard registry data collection 
was required.  
 
Purpose  
To develop a structured MRA form for the THRIVE study and share operational lessons relevant 
to registries conducting research-focused abstraction.  
 
Method  
The THRIVE study team developed a structured MRA form to capture detailed clinical and 
treatment information for patients with mCRC not routinely collected by registries. Development 
was iterative and informed by experience with SEER Patterns of Care (POC) studies. Registry 
operations staff and ODSs from NJSCR and CRGC collaborated with the THRIVE scientific 
advisory board of clinicians and colorectal cancer survivors, to guide form design. Feedback 
focused on identifying high-value data elements, assessing source document availability, 
defining clear abstraction rules, and minimizing subjective interpretation.  
 
Results  
Early development identified gaps that prompted expansion of the MRA form. Additional fields 
captured treatment sequencing and lines of therapy, including treatment order, start and stop 
dates, and gaps or delays in care. Fields also documented primary source records and data 
certainty, distinguishing documented, inferred, and unavailable information. To support the 
patient contact, fields captured whether patient-reported information clarified or supplemented 
the medical record. Refinement improved abstraction efficiency and reduced ambiguity across 
ODSs. Contextual and data quality fields clarified documentation of missing, incomplete, or 
conflicting information, improving transparency and analytic usability.  
 
Conclusion  
The THRIVE experience demonstrates that research-focused MRA mCRC populations requires 
intentional operational design to address multiple lines of therapy, evolving treatment patterns, 
and document across care settings. Registries pursing patient contact and enhanced 
abstraction should anticipate added complexity, incorporate guidance for treatment sequencing 
and data certainty, and plan for iterative refinement to support data quality and consistency. 



93 

 

Building Big Data in Canada Through pan-Canadian Cancer 

Data Strategy Implementation  

Selina Costa1, Natalie Fitzgerald1, Sharon Fung1, Eva Saxena 
1Canadian Partnership Against Cancer, Toronto, Canada 

 

Background  
The pan-Canadian Cancer Data Strategy (cancer data strategy) was developed collaboratively 
between the Canadian Partnership Against Cancer (CPAC) and the Canadian Cancer Society 
after engagements with pan-Canadian partners, including First Nations, Inuit, and Métis. 
Advancing the cancer data strategy will help build a cancer data system that is interconnected, 
up-to-date, and accessible, helping to achieve positive outcomes for people in Canada.  
 
Purpose  
CPAC has strong relationships to support collaboration across Canada to implement the cancer 
data strategy, helping to move from siloed and disconnected data to big, enriched, and 
interconnected data that improves the quality of care by helping to make timely, informed 
decisions.  
 
Methods  
CPAC plays a key role in catalyzing progress to advance the cancer data strategy. We have 
invested $14 million into 34 projects that improve cancer data across ten provinces and 
nationally while providing support to these projects through regular check-ins. CPAC also 
convenes networks and communities of practice to support partners with building relationships, 
collaborations and sharing knowledge to accelerate scale and spread of best practices and 
innovations.  
 
Results  
CPAC supports efforts to implement the cancer data strategy across 3 priority areas that focus 
efforts to build big cancer data by strengthening the timeliness, accessibility, and quality of 
cancer data. Partners implementing the cancer data strategy are seeing tangible impacts to 
build big data: •BC has implemented an AI algorithm to identify cancer cases and stages faster 
and supports two jurisdictions in adopting this algorithm (potential operational savings of 1800 
hours/year) with the opportunity to expand to three more jurisdictions. •ON and NS are leaders 
in harmonization of radiation treatment data through adoption and implementation of the TG-263 
data standard. •MB is expanding collection of race, ethnicity, and Indigenous identity data at all 
cancer clinics, supporting identity data collection and upholding First Nations, Inuit, and Métis 
data sovereignty. Through pan-Canadian collaboration we expect to see spread and scale of 
these achievements across other provinces.  
 
Conclusion  
Implementation of the cancer data strategy across Canada is helping to build a big cancer data 
ecosystem that will drive advancements in cancer care, improving patient outcomes and 
experience, and supporting research and innovation. 
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Background  
Pediatric cancers represent a major cause of morbidity and mortality globally with leukemia and 
central nervous system (CNS) tumors consistently rank among the most prevalent childhood 
malignancies. Pakistan as a LMIC with significant healthcare resource limitations, 
comprehensive population-based pediatric cancer data remain limited. Hospital-based cancer 
registry data therefore provides a valuable resource for producing empirical evidence to 
comprehend disease trends and direct clinical and public health planning. This study aims to 
describe the burden of leukemia and CNS tumors among pediatric cancer patients in a hospital 
setting.  
 
Method  
A retrospective analysis was conducted using AKUH cancer registry data for the period 2021-
2025. All patients aged ≤18 years with diagnosed malignancy during the study period were 
included. Leukemia and CNS tumors were analyzed based on primary site and histological 
classification. sex, and age groups (using the pediatric oncology standards) were the examined 
variables. Frequencies were calculated to determine the contribution of leukemia and CNS 
tumors among all pediatric cancer cases.  
 
Results  
A total of 1742 pediatric cancer cases were recorded during the study period. Of these, 431 
(24.74%) were diagnosed with leukemia and 356 (20.4%) with CNS tumors, together accounting 
for 46.1% of all pediatric malignancies. Among leukemia cases, 286 (66.4%) were males and 
145 (33.6%) were females. For CNS tumors, 222 (62.4%) occurred in males and 134 (37.64%) 
in females. Age-stratified analysis showed that leukemia was most prevalent in infancy and 
early childhood (0–4 years), whereas CNS tumors were more common in early school age 
children (6–9 years).  
 
Conclusion  
Both cancers showed the major share in pediatric cancer in our study. In a developing country 
facing major obstacles in healthcare access, early diagnosis, and pediatric oncology services, 
these findings underscore the importance of strengthening hospital-based cancer registries and 
surveillance systems. Understanding the age distribution can help to guide early diagnosis and 
allocation of resources for different age groups. Although limited to one institution, this study 
provides valuable real-world evidence and highlights the need for broader, multi-center and 
population-based data to better guide national childhood cancer control initiatives. 
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Background  
The cancer mortality rate peaked in 1991 and has declined most steeply in middle-aged Black 
people, particularly men. We investigated how mortality trends changed for leading cancer types 
in this age group.  
 
Purpose  
Analyze site-specific cancer mortality trends for middle-aged Black and White people in the US 
from 1991-2023 by sex.  
 
Methods  
Age-adjusted mortality rates for adults 50-64 years were obtained from the National Center for 
Health Statistics and stratified by race-ethnicity (non-Hispanic: Black, White); site (all sites, lung, 
colon & rectum, female breast, prostate); and sex (male, female). Mortality trends from 1991 
onward exclude states during years they had incomplete ethnicity data (New Hampshire [1991-
1992]; Oklahoma [1991-1996]). Trends were analyzed using Joinpoint (5.4.0.0) and the average 
annual percent change (AAPC) for the entire study period (1991-2023) was calculated.  
 
Results  
From 1991-2023, Black men and women experienced steeper declines in overall cancer 
mortality rates (3.2% AAPC and 1.9% AAPC, respectively) compared to White men and women 
(1.9% AAPC and 1.5% AAPC, respectively), with Black men having the most rapid decline. 
Similarly, Black men had the steepest decline (5.1% AAPC) for lung cancer, followed by White 
men (3.8% AAPC), Black women (3.1% AAPC), and White women (2.2% AAPC). Conversely, 
among colorectal cancer Black women had the steepest decline (1.8% AAPC) followed by Black 
men and White women (1.3% AAPC, respectively), and White men (1.0% AAPC). For breast 
cancer, however, the decline in mortality was slower among Black women (2.0% AAPC) than in 
White women (2.4% AAPC). In contrast, the pace of decline in mortality for prostate cancer was 
the same between Black and White men (2.2% AAPC, respectively).  
 
Conclusion 
By cancer site, lung and colorectal cancers have had the steepest declines in mortality rates for 
middle-aged Black men and women since 1991. Additionally, slower declines in breast cancer 
for middle-aged Black women and similar declines in prostate cancer in middle-aged Black men 
in comparison to their White counterparts were observed. Further research and tailored 
interventions aimed at advancing progress against cancer types with unfavorable mortality 
trends among middle-aged Black people are needed, with a specific emphasis on breast and 
prostate cancers. 
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Background  
Provincial and Territorial Cancer Registries (PTCRs) collect data essential to cancer 
surveillance and research in Canada. The Canadian Council of Cancer Registries (CCCR) 
oversees registry standards and documentation, with committees, such as the Education and 
Training Working Group (ETWG) addressing training needs. Registrar education is critical to 
ensure consistent, high-quality data submission to the Canadian Cancer Registry at Statistics 
Canada. To support this, ETWG developed a consolidated education toolkit to simplify access 
to authoritative resources for cancer registrars.  
 
Purpose  
To provide the Canadian cancer community with an engaging product that consolidates key 
cancer registry education resources, making it more efficient for registrars when looking for 
guidance and supporting the onboarding of new cancer registrars.  
 
Method  
The ETWG reviewed existing detailed guides and curated authoritative resources from the 
North American Association of Central Cancer Registries (NAACCR), Surveillance, 
Epidemiology, and End Results Program (SEER), American Joint Committee on Cancer 
(AJCC), World Health Organization (WHO), International Agency for Research on Cancer 
(IARC), and CCCR into a condensed, easy to navigate format. The content was organized into 
a concise, visually appealing PDF with hyperlinks to all resources and grouped by topics such 
as standard-setting organizations, data users, education platforms, coding and staging, and 
historic reference materials.  
 
Results  
Prior to the release of the toolkit in March 2025, the PTCRs relied on a variety of resources to 
support the training of new registrars. Early anecdotal feedback suggests the toolkit has 
enhanced access to these training materials and is an effective product in onboarding new 
cancer registrars. Formal evaluation of user experience and value is planned for 2026, in 
conjunction with the established toolkit review cycle. Future work will focus on collecting formal 
user feedback and integrating additional and updated resources to keep the toolkit current and 
comprehensive.  
 
Conclusion  
By consolidating resources into a single, user-friendly document, the toolkit addresses a 
practical need for Canadian PTCRs. 
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Background  
Cervical cancer is preventable, and the tools to eliminate it already exist. Widespread uptake of 
the effective human papillomavirus (HPV) vaccine and early detection through organized cancer 
screening programs are proven strategies to reduce disease burden. The World Health 
Organization (WHO) has set a global elimination target of fewer than 4 cases per 100,000 
women by 2040, emphasizing prevention, early detection, and equitable access to care. Yet in 
Manitoba, Canada, cervical cancer incidence is rising - pushing us further from this goal. This 
study evaluates Manitoba’s progress towards elimination.  
 
Method  
We examined HPV vaccination coverage, cervical cancer screening participation and results, 
and incidence of cervical cancer across Manitoba. Data were stratified by region, age group, 
sex, rurality, and income level. Trends were analyzed using JoinPoint Regression Program 
(v5.4.0) to estimate annual percent change (APC).  
 
Results  
In 2023, about 81% of females received at least one dose of the HPV vaccine by age 17 - a rate 
that has remained stable over time (+0.16 APC; 2016-2023, p > 0.05). Uptake was higher in 
urban areas (86%) than rural (76%) (χ2 = 152.735, p < 0.0001). Cervical cancer screening 
participation declined from 2005-2021 (-1.07 APC, p < 0.05), but rose to 72% by 2023 (+1.98 
APC, p > 0.05). Rural residents (65%) especially those in lower-income quintiles (Rural Q1: 
58%) were least likely to participate in cervical cancer screening though temporal patterns were 
consistent across most strata. Cervical cancer incidence increased significantly (+9.14 APC; 
2018-2023, p<0.05) reaching an age-standardized incidence rate of 9.4 per 100,000 women in 
2023.  
 
Conclusion  
Elimination of cervical cancer in Manitoba is possible – but only through targeted, data-driven 
action. Rising incidence rates, coupled with stagnant vaccination and declining screening 
participation underscore the urgency of strengthening prevention efforts, especially among 
underserved populations. This study highlights where progress is lagging and where 
interventions are most needed. Further research should explore the relationship between 
vaccination and screening behaviours for Manitobans, and identify elimination strategies tailored 
to Manitoba’s unique population. These insights may also inform similar efforts in other 
jurisdictions. 
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Background  
Cancer registries in lower-middle income countries (LMICs) are essential for cancer surveillance 
but often face resource limitations. Constrained manpower and rising case volumes directly 
impact data abstraction and follow-up. This study describes operational challenges encountered 
in managing a hospital-based cancer registry over a ten-year period with a focus on 
completeness, validity and timeliness.  
 
Purpose  
To evaluate the quality and operational efficiency of a hospital-based cancer registry in an LMIC 
context and identify factors influencing completeness, validity and timeliness of data collection.  
 
Method  
A retrospective review of cancer cases diagnosed between 2015 and 2025 was conducted. 
Case identification utilized multiple internal sources including pathology and radiology reports, 
cancer clinic visits, radiation oncology clinic visits and tele-clinic consultations to ensure 
comprehensive ascertainment. Completeness was assessed in two domains: case-finding 
completeness and data item completeness. Core demographic and diagnostic variables 
including patient name, gender, contact address, primary cancer site (ICD-O-3 coded) and 
histology were captured at case entry. Due to limited manpower, abstraction was often 
performed retrospectively on backlog cases up to 20 months post-diagnosis. Validity was 
evaluated via audits comparing registry entries with pathology reports, medical records and 
physician notes. Timeliness was measured against the Commission on Cancer (CoC) 
benchmark of abstraction within six months of first patient contact  
 
Results  
Case-finding completeness reached 99% reflecting robust multi-source identification practices. 
Core demographic and diagnostic variables were nearly complete at entry supporting high data 
item completeness. Retrospective abstraction allowed capture of treatment information and 
outcomes including disease-free status or death although ongoing follow-up data remained 
incomplete. Overall QA showed 94% validity the remaining 6% comprised correctable human 
abstraction errors resolved through QA. Timeliness did not meet international benchmarks with 
abstraction delays up to 20 months resulting in 0% compliance with CoC standards  
 
Conclusion  
Despite significant abstraction delays, the registry achieved exceptional completeness and 
validity through rigorous case-finding and verification processes. Retrospective backlog 
abstraction enabled more complete capture of treatment and outcomes representing a 
deliberate trade-off prioritizing accuracy over speed. Strengthening workforce capacity and 
transitioning to prospective abstraction are essential to improve timeliness while maintaining 
high-quality data in LMIC hospital-based cancer registries 
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Background  
The THRIVE (Tracking Health and Responses to Living with Cancer) Study is an ongoing 
patient contact study exploring survivors’ experiences living with metastatic colorectal cancer 
(mCRC) among recently diagnosed patients from the New Jersey Cancer Registry and Cancer 
Registry of Greater California. Participation in the study involves completing a paper-based or 
online web-based baseline survey.  
 
Purpose  
Evaluate predictors of participation in the THRIVE study in NJ and compare paper-based 
baseline survey participants to those who completed their baseline surveys online.  
 
Method  
We identified and recruited eligible cases through the NJSCR. Descriptive statistics were used 
to compare demographic and clinical factors (age, race/ethnicity, gender, SEER site recode, 
census tract poverty level) of patients who completed the survey with refusers and to compare 
patients who completed online surveys to those who completed paper surveys. Logistic 
regression models in SAS were used to calculate odds ratios (OR) and 95% confidence 
intervals (CI).  
 
Results  
To date, a total of 239 advanced staged patients completed surveys and 331 refused the study. 
Patients diagnosed at 50-89 years old were less likely to consent to the study than patients 
aged 20-49 years old (OR=0.62, 95% CI: 0.41, 0.94). Participants did not differ significantly from 
the refusers by race/ethnicity, gender, SEER site recode, or census tract poverty level. The 
majority of participants completed surveys via paper (72%), were male (51%), 60-69 years old 
at diagnosis (27%), non-Hispanic White (62%), diagnosed with colon (excluding rectum) cancer 
(72%), and lived in areas at a 0%-<5% census tract poverty level (42%). Female participants 
were less likely to select the online option than males (OR-0.62, 95% CI: 0.35, 1.090). 
Participants diagnosed at 20-49 years old were more likely to select the online option than those 
diagnosed at 50-89 years old. (OR=2.88, 95% CI: 1.54, 5.40).  
 
Conclusion  
In a population-based study such as THRIVE, our results suggest that survey participation via 
paper seems to be the dominant format among advanced stage patients. Females and younger 
adults were also more likely to complete online versus paper surveys. These results can inform 
effective strategies and efficient resource allocation, especially when administering paper and 
online-based surveys, for study recruitment. 
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Background  
Firefighters display increased risk of colorectal cancer (CRC). The distribution for CRC stage at 
diagnosis among firefighters compared to other occupational groups is unknown.  
 
Purpose  
To characterize the distribution of clinical stage at diagnosis among CRCs diagnosed in 
firefighters and to compare this distribution to other occupational groups as defined by the 
United States Bureau of Labor Statistics 2010 Standard Occupation Codes (SOCs).  
 
Method  
CRC cases from the Florida Cancer Data System cancer registry (2001-2014) for males ≥20 
years were ascertained. Firefighters were identified through either direct linkage with Florida 
Fire Marshal’s Office employment and certification records or through mapping against SOCs 
annotations ascertained at diagnosis with codes 3720, 3740 or 3750 flagged as firefighters. 
White-collar (codes 0010-3540 and 4700-5940), blue-collar (codes 6200-9000, 9030, 9040, 
9050 and 9120-9750), and service workers (codes 3600-4750 excluding the codes for 
firefighters as above) were similarly identified. Stage of diagnosis was classified as localized, 
regional or distant. Bivariate tabulations of occupational groups and clinico-demographic 
covariates were conducted using contingency tables. The association between occupational 
class and stage at diagnosis was assessed by multivariable multinomial logistic regression 
adjusting for year of diagnosis, age, race and ethnicity, tobacco use and cancer diagnosis 
sequence. Adjusted odds ratios (aORs) are reported.  
 
Results  
13,813 CRC cases, including 346 cases among firefighters, were analyzed. Firefighters were 
more likely to be non-Hispanic white and be diagnosed with a single primary cancer. 140 
(40.5%) firefighter CRC cases were localized. Using firefighters as the referent group, only blue-
collar workers approached 50% increased odds of later-stage diagnoses (aOR-Regional: 1.44; 
95% CI: 1.12 to 1.84; p=0.004; aOR-Distant: 1.49; 95% CI: 1.11 to 2.01; p=0.008). Individuals 
≥50 years and the first among multiple primary cancers were more likely to have localized CRC 
(p<0.001).  
 
Conclusion  
Although firefighters have increased CRC risk, they tend to be diagnosed with more localized 
cancers. Improved screening across worker groups can increase the percentage of localized 
CRCs. These findings underscore the importance of ensuring equitable access to CRC 
screening across occupational groups, particularly for blue-collar workers who experience later 
stage diagnoses. 
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Background  
San Antonio Metropolitan Health District’s (Metro Health) Informatics team contracted with the 
Texas Cancer registry for ten years of incident cancer data within Bexar County, Texas. The 
data range from 2010 to 2019 (inclusive) and comprise 71,461 adult registrants’ incident 
diagnoses, relevant indicators, and limited demographic information.  
 
Purpose  
Multiple Metro Health divisions collaborated on a public-facing Men’s Health Report, which 
includes many of the cancer stage disparities reported in this presentation.  
 
Methods  
Data were restricted to registrants reporting biologically assigned sex, race/ethnicity, and stage 
data. Logistic regression models predicting cancer stage at diagnosis or at time of initial 
treatment with polychotomous (multi-stage outcomes) as well as the usual dichotomous 
outcomes (collapsed stages) were performed. Following the agreement, while these methods 
might approach research standards, no adjustments were made to the models.  
 
Result  
From 2010 through 2019, male registrants were 1.35 times more likely to receive their initial 
cancer diagnosis at stage 2 or higher, when compared to female registrants, within Bexar 
County. These increased odds (OR = 1.35) were statistically significant (p <0.0001). Models for 
diagnoses of liver (OR=1.58, p <0.0001) and lung and bronchus (OR= 1.3, p<0.0001) showed 
significantly increased odds for later stage diagnoses (2 or higher) in male registrants, when 
compared to female registrants, during this ten-year period, within Bexar County. Male 
registrants had 1.36 times increased odds for later-stage diagnoses (2 or above) of melanoma, 
when compared with women, within Bexar County, from 2010 to 2019 (p<0.001). Further 
analyses showed Hispanic males are, like the overall sample, 1.35 times more likely than 
Hispanic females to receive an initial diagnosis at stage 2 or higher (p<0.0001). While no 
statistically significant disparities were found among newly arising cases of lung and bronchus 
or melanoma, Hispanic male registrants were nearly two times more likely to receive later-stage 
incident liver cancer diagnoses (OR=1.785) compared with Hispanic female registrants in Bexar 
County (p <0.0001) indicating Hispanic males may have even greater increased risk than the 
overall adult male Bexar County registrant population.  
 
Conclusion  
More research might be required to understand stage disparities between male and female 
adult registrants, such as those identified here. 
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Background  
The Alberta Cancer Registry (ACR) requires a reliable and scalable mechanism to perform 
monthly data quality edits and distribute reports to cancer registrars. Historically, these 
processes relied heavily on SAS; however, Alberta is transitioning to a cloud-based architecture, 
Snowflake, which created an urgent need for a modernized data engineering solution capable of 
supporting routine data validation activities in this new data platform.  
 
Purpose  
Although SnowflakeTM is widely available within Alberta Health Services (AHS), it does not 
natively support direct connections to certain on-premises source systems, nor does it integrate 
seamlessly with Windows network file systems for exporting data. To maintain continuity of 
operations for monthly data quality reports, the ACR required a set of engineered workarounds 
and orchestration strategies to automate data ingestion, transformation, and distribution 
processes in the cloud-based data platform.  
 
Methods  
A new end-to-end automated workflow was designed using Snowflake, Python, and existing 
AHS data integration tools. Raw source data from the on-premises SQL Server environment is 
ingested daily through FivetranTM pipelines maintained by the AHS Data Integration team. 
Once the data lands in Snowflake, in-house ACR preprocessing scripts generate clean, 
standardized views optimized for quality-check processing. A series of SnowflakeTM stored 
procedures was developed to execute predefined data quality checks, with all procedures 
orchestrated under a single Snowflake task scheduled to run monthly. Upon completion, output 
tables are retrieved using a Python script that connects securely to Snowflake. This Python 
workflow packages the results into structured output files and automatically distributes them to 
designated network folders accessible to cancer registrars. The entire Python component is 
executed through Windows Task Scheduler to ensure timely and repeatable delivery.  
 
Results  
The integrated Snowflake–Python solution enables consistent, automated, and auditable 
monthly data quality reports. By eliminating manual data transfers and reducing dependency on 
previous tools, the process improves operational efficiency, decreases the likelihood of human-
induced errors, and enhances overall workflow reliability.  
 
Conclusion  
The combined use of SnowflakeTM tasks, stored procedures, and Python automation 
demonstrates a robust and cost-effective data engineering framework for organizations looking 
at transitioning to cloud-based architecture. This approach provides a scalable model for 
modernizing cancer registry data operations within these environments. 
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Background  
Despite widespread screening availability, cervical cancer (CxCa) remains a significant public 
health challenge in the District of Columbia (DC). It is the second leading cause of cancer-
related mortality among women aged 20–39. Within DC’s eight geographic Wards, Wards 7 and 
8—marked by high social vulnerability—face disproportionately adverse outcomes, highlighting 
persistent structural inequities and the urgent need for equity-focused interventions.  
 
Purpose  
To assess DC Ward-level patterns of CxCa to inform equitable, community-aligned 
management strategies.  
 
Method  
DC Cancer Registry data (2013–2022) were analyzed to estimate age-adjusted CxCa 
incidence, mortality, and five-year relative survival by Wards and compared with U.S. rates. 
Incidence trends were evaluated using annual percentage changes (APCs) with 95% 
confidence intervals. Screening prevalence from DC BRFSS was stratified by race/ethnicity and 
weighted using SAS. Rates and survival estimates generated with SEER*Stat were mapped in 
QGIS.  
 
Results  
Between 2013 and 2022, 292 women were diagnosed with CxCa; 21% White and 68% 
Black/African American (AA). Nearly one-quarter of diagnoses occurred among women aged 
20–39. Age-adjusted incidence declined from 8.4 to 6.6 per 100,000 over the study period (APC 
−1.6; 95% CI −5.9 to 2.8) but generally exceeded national rates. Black/AA women experienced 
more than twice the incidence and fourfold higher mortality than White women (10.7 vs. 4.8 per 
100,000 and 3.6 vs. 0.9 per 100,000, respectively; p<0.05). Wards 7 and 8 exhibited the highest 
incidence (11.1 and 11.9 per 100,000) and mortality (3.0 and 4.6 per 100,000). Overall DC 
screening prevalence exceeded 79%; Black/AA women reported slightly higher screening than 
White women (82% vs. 80%; p=0.7). Screening rates surpassed 85% in Wards 7 and 8. Despite 
high screening coverage, five-year relative survival was lower among Black/AA women than 
White women (60.0% vs. 73.7%) and in Wards 7 and 8 (62% and 44%) compared with ≥80% in 
Wards 2 and 3. Nearly one-quarter of tumors in high-incidence areas were diagnosed at distant 
stage, and disparities persisted after adjustment for age and stage.  
 
Conclusion  
Racial and geographic disparities persist; Black/AA women and Wards 7–8 experience higher 
CxCa incidence and poorer survival despite high screening. Early diagnosis, equitable treatment 
access, and comprehensive survivorship support may improve outcomes. 
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Background  
Cancer reporting has been mandated by California law since 1985. All facilities and 
professionals diagnosing or treating cancer must report demographic, diagnostic, and treatment 
data to the California Cancer Registry (CCR) in accordance with the California Cancer 
Reporting System Standards, Volume I: Abstracting and Coding Procedures and associated 
appendices. Historically, Volume I contained comprehensive coding instructions for all required 
data items, necessitating annual updates as national standard setters revised their guidelines. 
Over time, this approach became redundant and inefficient, duplicating content from national 
manuals and creating inconsistencies.  
 
Purpose  
To improve efficiency and clarity, CCR aimed to restructure Volume I into a hybrid format that 
aligns with NPCR and SEER requirements, reduces duplication, and enables CCR to focus on 
quality control and timely updates. 
  
Methods  
Using a project management approach, CCR’s Oncology Data Specialist team cataloged all 
sections and data items in the existing Volume I, compared CCR instructions with national 
standard setters, and identified redundancies and differences. A hybrid design was developed 
that links directly to national manuals while retaining California-specific instructions. A “Using 
Volume I” section was added to guide registrars in referencing both CCR and standard setter 
resources.  
 
Results  
The 2025 hybrid version significantly reduced size and complexity: • Volume I: 296 to 122 pages 
(reduction of 174 pages) • Appendices: 394 to 129 pages (reduction of 265 pages) • Total 
reduction: 690 to 251 pages. This streamlined design improves usability, reduces 
misinterpretation, and accelerates annual updates.  
 
Conclusion  
The hybrid Volume I has positively impacted the cancer registry community by reducing 
registrar inquiries and enabling earlier publication of requirements (January 2026 vs. March-July 
in prior years). By aligning with national standards and eliminating redundancies, CCR has 
enhanced efficiency, improved clarity, and strengthened data quality, supporting accurate 
cancer reporting and advancing public health outcomes. 
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Background  
During 2018-2022, lung cancer was among the most diagnosed cancers and the second leading 
cause of cancer death in Puerto Rico (PR). Over the past decades, the PR government has 
implemented strict laws to regulate smoking in public and private places. In the United States 
(US), lung cancer remains the leading cause of cancer death.  
 
Purpose  
This study aims to evaluate the incidence and mortality trends of lung cancer in PR. In addition, 
the incidence and mortality rates in PR were compared with those in the US.  
 
Method  
This study used data from the PR Central Cancer Registry (PRCCR) and SEER to obtain lung 
cancer counts and rates. The Joinpoint Regression Program was used to calculate the average 
annual percentage change (AAPC). For this analysis, the study cohort consisted of PR patients 
diagnosed with LC from 1987 to 2022. For standardized rate ratios (SRRs) of incidence and 
mortality between the PR and the US (2003-2022), the data were stratified into 5-year periods.  
 
Results  
In PR, the incidence trend declined from 18.9 in 1987 to 13.3 in 2022 (AAPC = -1.1). Similarly, 
lung cancer mortality in PR declined over the study period, from 17.3 in 1987 to 10.4 in 2022 
(AAPC = -1.5). When comparing PR with the US, both countries have experienced a decline in 
lung cancer incidence and mortality from 2003 to 2022. This can be observed in the SRRs for 
incidence and mortality, which remain relatively constant. The US had approximately 3.5 times 
higher rates in 2003-2007 (SRRINCI = 3.67, SRRMORT = 3.45) and 3.15 times higher in 2018-
2022 (SRRINCI = 3.16, SRRMORT = 3.14) than PR.  
 
Conclusion  
Our analysis supports the effectiveness of limiting smoking in public and private locations in PR 
since 1993, which has contributed to the observed downward trend and lower incidence and 
mortality. This decrease coincides with the estimated latency period of approximately 10 to 30 
years between exposure to cigarette smoking and the initial diagnosis of lung cancer. However, 
more research is needed to better understand these declines, as similar trends have also been 
observed in the US. 
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Background  
Urban safety-net hospitals serve diverse cancer populations who face socioeconomic and 
structural barriers. Lifestyle habits, food insecurity, financial instability, and lack of social support 
contribute to delayed therapy and appointment non-adherence, impacting clinical outcomes.  
 
Purpose  
This study aimed to evaluate lifestyle behavior and social determinants of health among newly 
diagnosed cancer patients at an urban safety-net hospital and assess adherence to cancer 
treatment-related appointments.  
 
Method  
We conducted a prospective cohort study of 64 adult patients with newly diagnosed cancers 
from November 2024 to April 2025. A structured 25-question interview assessed demographics, 
nutritional habits, substance use, physical activity, financial stability, and social support. 
Appointment adherence data were retrieved from electronic health records (EPIC), with missing 
≥1 appointment categorized as a "no-show". Findings were compared with national datasets 
using descriptive analyses, cross-tabulations, and Fisher’s exact tests.  
 
Results  
Among 64 patients, mean age was 58.7 years; 59% were Hispanic/Latinx and 41% were other 
ethnicities. Median household income in Elmhurst (~$70,252) was lower than the U.S. national 
median ($80,610). Compared with national data, smoking prevalence 6.2% (vs. 19.8%) and 
alcohol use 50% (vs. ~80%) were lower, while food insecurity 43.8% (vs. 13.5%) and reliance 
on processed foods 71.9% (vs. ~53%) were higher. Physical inactivity was reported by 20.3% 
(vs. 26.20%), and 30% lived alone (vs 28%). Appointment non-adherence was high with a 
59.4% no-show rate. No-show rates were higher among working patients, most of whom were 
daily wage earners compared to those not working (73% vs 67%, p=0.34). Additionally, no-
shows were more frequent in patients without family/social support compared to those with 
support (79% vs 65%, p = 0.55). Patients reporting financial instability had higher no-show rates 
compared to those with financial stability (78.8% vs 70.9%, p=0.36).  
 
Conclusion  
Cancer patients at urban safety-net hospitals face social determinants of health barriers, 
contributing to high rates of treatment non-adherence. Although the small sample size limited 
statistical significance, trends highlight the need for routine social determinants of health 
screening. Strengthening social support programs and coordinating 'same day' outpatient 
appointments may reduce lost wages, improve attendance, and promote more equitable 
oncology care. Future studies with larger samples could provide more robust data. 
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Background  
Rare cancers although they make up a small percentage of all cancers. rare cancers provide 
substantial difficulties for research, diagnosis, and treatment. Hospital-based cancer registries 
offer useful information to evaluate these malignancies incidence over time. This study used 
data from a private institutional cancer registry over a ten-year period (2015–2025) to ascertain 
the frequency of three specific uncommon cancers: hemangioblastoma, Brenner ovarian cancer 
and Kaposi sarcoma.  
 
Methods  
A retrospective analysis of the AKUH cancer registry was conducted for the period from January 
2015 to December 2025. All registered cases regardless of age, sex, or tumor behavior (benign, 
in situ and malignant) were included. Rare cancers were defined according to established 
epidemiologic thresholds. The frequency of hemangioblastoma was calculated relative to all 
CNS tumors, Brenner tumors relative to all ovarian malignancies, and Kaposi sarcoma relative 
to soft tissue and skin malignancies. Descriptive statistics were used to summarize the data 
across the study period.  
 
Results  
From 2015 to 2025, a total of 4,165 CNS tumors were recorded including 45 cases of 
hemangioblastoma (1.1%). The annual occurrence of hemangioblastoma ranged from 0 to 6 
cases with the highest counts observed between 2017 and 2020. Among 1,399 ovarian cancer 
cases a single case of Brenner tumor was identified (0.07%). Kaposi sarcoma was documented 
in 17 cases out of 1906 soft tissue and skin malignancies (0.8%), with the highest yearly counts 
in 2018 and 2025 (4 cases each). Overall, these rare cancers represented a very small fraction 
of the total cancer burden in this hospital-based registry.  
 
Conclusion  
Rare cancers such as hemangioblastoma, Brenner ovarian cancer and Kaposi sarcoma occur 
infrequently in the hospital-based cancer registry but remain clinically important due to their 
diagnostic complexity and management challenges. Hospital-based registries provide critical 
insights into the occurrence and temporal trends of these malignancies, informing clinical 
awareness, research priorities and resource allocation. 
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Background  
In 2022, the USPSTF released updated lung cancer screening guidelines that recommend that 
current and former heavy smokers, aged 50 to 80, receive annual screening for lung cancer by 
low dose computed tomography (LDCT). In Vermont, only 23% of this population currently 
reports being up to date on lung cancer screening, a low rate compared with Vermont’s breast 
cancer (75%) and colorectal cancer (70%) screening rates (BRFSS, 2022).  
 
Purpose  
To understand how geographic access to screening services may act as a barrier to receiving 
care and to identify geographic areas for focused intervention.  
 
Method  
In collaboration with Vermont’s Comprehensive Cancer Control (CCC) Program, lung cancer 
screening facilities that serve Vermont’s population will be identified. A literature review will also 
be conducted to define facility capacity and recommended distances to care. Using ArcGIS 
Pro’s network analysis extension, service areas will then be constructed for each facility based 
on travel distance to assess access to care at these facilities among the potential screening 
population. Additional information, including the prevalence of heavy smoking, incidence of late- 
stage lung cancer, and lung cancer mortality, will be analyzed at a sub-county geographic level 
(census tract or town) and stratified by urban-rural classification to identify areas of the state 
that may be targeted for intervention.  
 
Results  
This project will produce service area maps to visualize access to lung cancer screening 
services in Vermont and to highlight areas of the state where there is limited access to services 
and areas of high disease burden for screening facilities. In addition to the service area maps, 
univariate and bivariate choropleth maps will be produced to enhance understanding of areas 
with high needs or disparities in accessing lung cancer screening care.  
 
Conclusion  
When diagnosed at an early stage, 5-year survival for lung cancer increases dramatically, 
however, lung cancer screening rates in Vermont remain low and late-stage diagnoses remain 
common. By identifying these geographic areas of high need, interventions can be better 
targeted by the state and cancer coalition partners to increase uptake of lung cancer screening. 
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Background  
American Indian and Alaska Native (AIAN) people experience lower cancer survival than other 
racial/ethnic groups for several cancer sites.  
 
Purpose  
To explore predictors of cancer survival among AIAN people, with a specific focus on the 
potential impact of comorbidities.  
 
Methods  
We conducted a retrospective cohort analysis using the Surveillance, Epidemiology, and End 
Results (SEER)-Medicare linked database. AIAN people diagnosed with breast (female only), 
lung, and colorectal cancers from 2000-2019, aged 66+ years at diagnosis, and with at least 
one year of Medicare coverage prior to diagnosis were included in the study. We used 
multivariable-adjusted Cox proportional hazards models to assess associations of comorbidity 
class, previously defined using latent class analysis, with overall and cancer-specific survival, 
adjusted for sociodemographic characteristics and area-based social measures.  
 
Results  
The sample included 831 individuals with female breast cancer, 1009 individuals with colorectal 
cancer, and 1195 individuals with lung cancer. Comorbidity class was independently associated 
with five-year hazard of death from any cause for breast and colorectal cancer, but not lung 
cancer patients. Further, we only observed associations of comorbidity class with five-year 
cancer-specific death for lung cancer, where the class associated with heart and vascular-
related conditions experienced increased hazard of death.  
 
Conclusions  
Higher comorbidity prevalence among AIAN people compared to other racial/ethnic groups did 
not contribute to observed disparities in cancer-specific survival; however, AIAN people with 
comorbid conditions may be more likely to experience death from any cause than those without 
these conditions. 



110 

 

Implementing a Real-Time Cancer Registry Model: An 
Operational Framework for Early Data Entry and Timely 

Cancer Intelligence 

Maham Zafar1, Saba Tabassum1 

1The Aga Khan University Hospital, Karachi, Pakistan 

 

Background  
The cancer registry at Aga Khan University Hospital (AKUH) previously faced challenges related 
to delayed abstraction, with key analytic variables, such as stage and treatment becoming 
available 12 to 24 months after diagnosis. This limited the use of registry data for real-time 
clinical decision-making and service planning. To address this gap, the AKUH cancer registry 
implemented a real-time data entry model alongside retrospective abstraction, prioritizing early 
capture of high-value clinical variables at the point of diagnosis.  
 
Method  
An additional project “Real time Data Entry” is implemented in parallel with standard abstraction 
processes. Under this model, trained cancer registrars entered readily available data elements, 
including primary site, patient address, clinical & pathological stage and initial treatment within 6 
months of diagnosis. Full abstraction continued according to established registry timelines. 
Statistical analysis was applied to assess registry outputs before and after implementation.  
 
Results  
The real-time data entry model substantially improved the timeliness of cancer registry outputs. 
Early availability analysis demonstrated that 38% of clinical stage and 33% of pathological stage 
data could be captured in real time based on documentation available during early clinical 
encounters. The remaining 62% of clinical stage and 67% of pathological stage data were 
unavailable at early entry due to incomplete diagnostic workup or delayed documentation. 
Earlier entry of stage and treatment data enabled timely physician access for clinical decision-
making and multidisciplinary care, while also improving registry efficiency by reducing 
abstraction workload and case completion time. Previously available only after full abstraction 
(12–18 months post-diagnosis), these data are now accessible much earlier for recent diagnosis 
years.  
 
Conclusion  
The AKUH experience demonstrates that real-time cancer registry data entry, achieved through 
prioritization of readily available variables, is a practical and effective approach to generating 
timely cancer intelligence even without advanced automation. Although early datasets may be 
partial, they provide meaningful and actionable insights while balancing timeliness with data 
accuracy, offering a scalable model for modern oncology care. 
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Background  
TNBC is an aggressive breast cancer subtype that comprises approximately 10-15% of all 
breast cancer cases and is associated with poor prognosis and substantial heterogeneity in 
clinical outcomes. While genetic drivers are well-studied, the impact of environmental risk 
factors (ERFs) on TNBC progression remains poorly defined.  
 
Purpose  
This study aims to bridge the gap between environmental exposure, mRNA expressions, and 
clinical outcomes (stage, grade, and survival) in TNBC patients.  
 
Methods  
We analyzed tumor molecular profiles derived from mRNA expression in 253 TNBC tumor 
samples collected by the Louisiana Tumor Registry among cases diagnosed between 2009 and 
2019. Molecular data were linked to registry-derived clinical outcomes and to environmental 
variables obtained from the 2022 Environmental Justice Index (EJI), respectively. Statistical 
associations were examined to identify ERFs significantly linked to tumor stage, grade, and 
overall survival. Differential mRNA expressions were assessed using edgeR, and the resulting 
logFC values and p-values were used to generate ranking scores for the mRNAs used in the 
Gene Set Enrichment Analysis (GSEA) to identify biological pathways associated with 
significant ERFs.  
 
Results  
Of the environmental factors screened, 13 showed significant associations with TNBC clinical 
outcomes, including tumor stage, histological grade, and overall survival (p<0.05). Preliminary 
GSEA indicated that mRNAs associated with these ERFs were enriched for oncogenic and 
adaptive signaling pathways, including those related to cellular proliferation, immune evasion, 
and metabolic stress, thereby influencing the disease trajectory.  
 
Conclusion  
Our study identifies a distinct set of environmental risk factors that are associated with TNBC 
outcomes. By mapping these factors to specific mRNA expression patterns, we provide 
evidence of associations between environmental exposure and tumor molecular features. These 
findings highlight the importance of integrating multi-exposure environmental data with tumor 
molecular profiles to improve understanding of the heterogeneous nature of TNBC and to inform 
future studies of prevention and therapeutic strategies. 
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Background  
Prostate cancer is the most common cancer diagnosed among men in Ontario. Although the 5-
year survival rate of this cancer is high, recent reports noted a decline in the late 2010s 
compared to the late 2000s.  
 
Purpose  
This study aims to identify patterns in age and stage that were associated with changes in 
prostate cancer 5-year survival trends in Ontario.  
 
Methods  
We used the Ontario Cancer Registry to conduct a retrospective cohort study of males aged 15-
99 years diagnosed with prostate cancer between 2000 and 2018. Population-based stage data 
were available from 2010 to 2017. Five-year relative survival estimates were calculated and 
JPSurv regression models were used to identify statistically significant trends overall, by stage 
and by age group. The role of age was evaluated using age-standardized and age-specific 
incidence rates overall and by stage. We compared the change in early- (I and II combined) vs 
advanced- (III and IV combined) stage distribution using the Cochran-Armitage trend test.  
 
Results  
Prostate cancer 5-year survival increased annually by 0.2% (annual percent change, APC) from 
2000 to 2009, decreased (APC: -0.8%) from 2010 to 2014, and then increased (APC: 0.6%) 
from 2014 to 2018. From 2010 to 2017, survival increased for stage IV cases and remained 
stable for stage I, II, and III cases. However, survival among cases that were not staged 
decreased (APC: -2.31%) from 2010 to 2014. During this period of decreasing survival, a higher 
proportion of staged cases were diagnosed at ages 15-64 years. In contrast, the “not staged” 
cases had a higher proportion of cases diagnosed at older ages (75-84 years). Also, a 
significantly increasing trend in advanced cases was observed from 2010 to 2014. From 2010 to 
2017, age-standardized incidence rates decreased by 32.2%, with the most rapid decrease 
coinciding with the period of decreasing survival.  
 
Conclusion  
A significant decrease in prostate cancer survival in Ontario occurred from 2010 to 2014, and 
the subsequent increase has not yet returned the 5-year survival to the 2010 peak level. A 
change in the case-mix of men with prostate cancer likely contributed to these trends, as 
evidenced by the changes in age and stage patterns. 



113 

 

Lung Cancer Survival Trends in New Jersey by Sex, 

Race/Ethnicity, Stage, and Histologic Subtype, 1992-2018 

Karen Pawlish1, Susan German2, Jie Li1, Dr. Lisa Paddock2,3, Dr. Antoinette Stroup2,3 

1New Jersey Department of Health, Trenton, USA, 2Rutgers Cancer Institute, New Brunswick, USA, 
3Rutgers School of Public Health, Piscataway, USA 

 

Background  
Lung cancer (LC) is the leading cause of cancer death in the U.S., with poor survival due to a 
high proportion of late-stage diagnoses. In 2013, the U.S. Preventive Services Task Force 
recommended annual LC screening in high-risk individuals aged 55-80 years based on smoking 
history¹.  
 
Purpose  
To characterize LC survival trends by sex, race/ethnicity, stage, and histology in New Jersey 
(NJ) residents and changes in survival after 2013.  
 
Method 
We used NJ State Cancer Registry data to estimate 5-year relative survival for patients 
diagnosed with invasive LC from 1992-2018 by diagnosis year, sex, race/ethnicity, stage, and 
histologic subtype. Survival statistics were generated using SEER*Stat, and annual percent 
changes (APCs) were estimated using Joinpoint regression.  
 
Results  
Five-year LC survival was slightly higher among NJ females than males and increased 
significantly (p<0.05) in females diagnosed from 1999-2018 (APC=4.1, 95%CI: 3.7-5.3) and 
males from 2000-2018 (APC=3.8, 95%CI: 3.3-6.3). The proportion of LCs diagnosed at local 
stage increased from 15% in 1992 to 29% in 2018. Survival improved in screening-age (55-79) 
females (APC=3.5, 1992-2014, APC=7.1, 2014-2018) and males (APC= 3.9, 2000-2018), as 
well as younger and older patients. Survival was highest among Non-Hispanic Asian/Pacific 
Islanders (females: 32.4%; males: 23.1%) and lowest among Non-Hispanic Blacks (NHB) 
(females: 19.1%; males: 12.5%) although NHB females had the second highest increase in 
survival among patients 55+ years (APC=6.6, 2006-2018). Survival increased for each 
race/ethnicity group. LC survival improved for patients diagnosed with local, regional, and 
distant stage cancer, but 5-year survival remained low for distant stage (9-14%). Survival for 
small-cell cancer was lower than adenocarcinoma and squamous cell carcinoma (SCC), but 
survival increased for all 3 histologic subtypes, with the most pronounced improvements for 
adenocarcinoma in females and males and SCC in females.  
 
Conclusion  
LC survival improved significantly since 1992 and started to increase before screening was 
recommended, likely due to treatment advances in the early 2000s. However, LC survival 
remains low, especially for patients diagnosed at late stage and with small-cell cancer. LC 
screening continues to be underutilized among high-risk individuals (22% in NJ²). Access to and 
promotion of LC screening is important to reduce late-stage diagnoses and improve survival. 
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Background  
Distribution of molecular subtypes across racial and ethnic groups differ and have a significant 
impact on prognosis and treatment modalities. Previous analyses have not fully integrated 
receptor status, limiting the evaluation of how tumor biology intersects with sociodemographic 
factors in shaping breast cancer specific survival (BCSS). Consequently, characterization of 
disparities remains insufficiently understood.  
 
Purpose  
This study assessed differences in BCSS among women in Florida, accounting for molecular 
subtypes.  
 
Method  
Data from the Florida Cancer Registry were used to estimate survival among cases diagnosed 
between 2011 and 2017. Special attention was given to the four main molecular subtypes 
defined by hormone receptor (HR+/–; Estrogen/Progesterone) and HER2 status, with an 
additional focus on the two most common molecular subtypes, HR+/HER2- and triple-negative 
breast cancer (TNBC). BCSS was assessed using Kaplan-Meier curves and multivariable Cox 
regression, adjusting for age, race/ethnicity, stage at diagnosis, poverty level, insurance status, 
tobacco use, surgery, marital status, and urbanicity.  
 
Results  
There were 99,919 cases included in the analysis, of which Black women had the highest 
prevalence of TNBC (22.7%) followed by Hispanics (12%). Compared with White women, 
mortality risk was higher for Black (HR=1.35; 95% CI: 1.27–1.44), Asian/Pacific Islander (API) 
(HR=1.19; 95% CI: 1.03–1.37), and Hispanic women (HR=1.08; 95% CI: 1.02–1.15). Elevated 
risks were observed for current smokers, unmarried women, and patients with TNBC (HR=3.07; 
95% CI: 2.91–3.23) compared with HR+/HER2- cases. Disparities were greatest in HR+/HER2– 
disease, where API and Black women faced 31–46% higher mortality. In TNBC, excess risk 
persisted for Black women but not for API cases.  
 
Conclusion  
With receptor-level data now available, this study shows that disparities are shifting: Hispanic 
and API women, who previously showed survival comparable or better than White women, now 
face significantly worse outcomes. Most concerning is that these disparities are greatest in 
subtypes with better prognosis and effective therapies. Addressing these widening inequities 
requires equitable access to effective therapies and strategies to mitigate the combined impact 
of tumor biology and systemic barriers to care. Additional research is needed to better 
characterize heterogeneity within subgroups and their distinct clinical trajectories. 
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Background  
Cancer registries have long relied on commercial software such as SAS and Stata to calculate 
statistical parameters. Rising licensing costs made these tools increasingly unsustainable. R, a 
free and open-source statistical software, offered a practical solution for our small registry. 
However, limited personnel and programming expertise created challenges for transitioning to 
R.  
 
Purpose 
Net survival is one important parameter in cancer statistics. Cancer registries often use the strs 
or stnet code in Stata, developed by Coviello, Dickman, and others, to calculate cancer survival. 
With the transition to R, developing and validating R-based code for estimating and reporting 
net survival was essential. This would allow registries to move away from expensive software 
while maintaining analytic capabilities.  
 
Methods  
We leveraged collaboration to overcome resource constraints. Ron Dewar (RD) from the Nova 
Scotia Cancer Registry created R code to calculate net survival, called Rstnet, with support from 
Statistics Canada and the Canadian Partnership Against Cancer. We adapted RD’s code to fit 
our registry data structure and validated the output against the original Stata stnet code output. 
Throughout this process, we worked closely with RD to identify and resolve technical issues, 
ensuring robustness and reproducibility.  
 
Results 
Finalized R code was successfully implemented to produce multiple PEI Cancer Survival Fact 
Sheets. Building on RD’s work, we developed functions that automate the preparation of registry 
data for Rstnet. These functions streamlined the process, minimized errors, and improved 
efficiency and consistency. This approach provides a model that other registries can use to align 
their data with Rstnet requirements. Beyond local implementation, we shared these functions 
and the Rstnet code with a colleague at the Newfoundland and Labrador Cancer Registry 
(NLCR) and provided technical support for adaptation. NLCR later developed a version in 
Python, further increasing accessibility across jurisdictions.  
 
Conclusion  
This initiative demonstrates the value of sharing federal and provincial resources to strengthen 
registry analytics to overcome personnel and expertise limitations. By transitioning to R and 
fostering collaboration, we reduced reliance on costly software, and a resultant new national 
Community of Practice is in development. Such partnerships show how collective problem-
solving can drive innovation and sustainability in cancer surveillance. 
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Background  
In Alberta, there are two adult stem cell transplant (SCT) and cellular therapy programs that 
operate within tertiary centers in Edmonton and Calgary. These programs report independently 
to the Center for International Blood and Marrow Transplant Research (CIBMTR) and are 
accredited by the Foundation for the Accreditation of Cellular Therapy (FACT). We evaluated 
the data collection and reporting workflows of two adult SCT and cellular therapy programs in 
Alberta, and subsequently developed a harmonized, provincial data platform.  
 
Purpose  
To demonstrate a real-world example of designing, implementing and deploying a secure, 
Cloud-based and auditable data platform which is compliant with jurisdictional privacy 
legislations and CIBMTR needs. The provincial system emphasizes consistency and integration 
across centres and teams, with the future phase aiming to automate workflows using Connect 
Care (EPIC, the single clinical information system across all acute care facilities within Alberta) 
to reduce manual data collection and optimize workflow efficiency, reporting and analytics for 
SCT and cellular therapy data in Alberta.  
 
Method  
A custom web-based data collection application was developed using Python and SQL within 
Streamlit in the Snowflake Cloud environment. This enables direct interfacing with 
administrative databases from Connect Care, the Alberta Cancer Registry, in addition to the 
Data Environment for Cancer Inquiries and Decisions (DECIDe) and other datasets within the 
cloud. Real-time Streamlit dashboards and underlying metadata were created to provide timely 
access to reported outcomes for operational use, research, and reporting/analytics. The new 
provincial data platform ensures that safeguards are in place to protect the security and privacy 
of the data collected, including the ability to actively audit access and monitor activities within 
the database in line with organizational policies and legal obligations.  
 
Results/Conclusion 
Implementation of the new provincial SCT and cellular therapy data platform will result in 
increased efficiency, consistency and accuracy of data collection, data integrity and auditing. 
Future phase integration with administrative databases enables automation and demonstrates 
the feasibility of a scalable, cloud-based provincial system for more timely and less resource 
intensive analytics. 
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Background  
In 2023, the Canadian Partnership Against Cancer (CPAC) and the Canadian Cancer Society 
collaborated with health system partners to develop the pan-Canadian Cancer Data Strategy, a 
complementary strategy to federal data strategies aimed at driving data modernization in the 
cancer system.  
 
Purpose  
CPAC engaged provincial and territorial representatives to confirm areas of highest priority to 
initiate action, including timelier cancer case ascertainment and staging, harmonization of 
radiation therapy data, the collection of REI data, and advancing First Nations, Inuit and Métis 
data and data governance. A total of $14M was invested to plan and implement high priority 
initiatives, including robust evaluation plans. Findings to date have identified the critical factors 
enabling modernization of the Canadian cancer data system, along with persistent challenges 
impeding progress.  
 
Methods  
As part of the evaluation plan, partners were encouraged to participate in an optional survey 
about their experience working with CPAC to understand barriers and enablers to 
implementation and inform recommendations for best practices. This was followed by virtual 
interviews to better understand partner experiences during the planning and implementation of 
their initiatives. Lastly, partners will complete a final report at the end of their projects to collect 
information on implementation, results and impact, reach, and sustainability. Thus far, interim 
results have been collected from surveys and interviews to help identify facilitators and 
challenges for cancer data improvement initiatives  
 
Results  
Some facilitators that inform pan-Canadian implementation of projects include: (1) strong 
endorsement from senior leaders builds momentum, aligns stakeholders, and drives consistent 
progress and (2) a well-defined sustainability plan provides structure, clarifies roles and 
timelines, and helps anticipate and address risks early. Challenges have also surfaced that can 
impede project progress including: (1) uncertain or short-term funding limits the ability to plan, 
resource, and sustain long-term data initiatives, (2) limited staffing, competing priorities, and 
specialized skill shortages can hinder implementation, and (3) policy changes, reorganizations, 
and leadership turnover can disrupt timelines and shift priorities.  
 
Conclusion  
Understanding these key enablers and barriers provides a foundation for strengthening future 
implementation efforts and accelerating progress toward a modernized, integrated cancer data 
system. 
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Background  
Early-onset colorectal cancer (EOCRC) survivors (<50 years) experience a significantly 
elevated risk of subsequent primary malignancies (SPMs) compared to older survivors and the 
general population, likely due to hereditary syndromes and treatment-related effects. Detailed 
analyses are essential to inform targeted surveillance and prevention strategies.  
 

Purpose  
To assess the risk of SPMs among EOCRC survivors in NJ (1990-2022), stratified by sex, 
race/ethnicity, age at index diagnosis, tumor subsite, and histology, and to identify the most 
frequent SPMs.  
 

Method  
A cross-sectional cohort of 12,316 NJ residents diagnosed with invasive EOCRC (site 
recode=colon and rectum,1990-2022) as a first primary malignancy was identified from the NJ 
State Cancer Registry. Standardized incidence ratios (SIRs) were calculated using SEER*Stat 
MP-SIR. Index EOCRC cases with unknown county or identified via death certificate or autopsy 
only were excluded. SPMs within two months of EOCRC diagnosis were excluded to minimize 
synchronous primary bias.  
 

Results  
EOCRC survivors had significantly higher SPM risk than the NJ general population (SIR=1.60; 
95% CI:1.51-1.70), with elevated risk in both males (SIR =1.67; CI:1.54-1.80) and females 
(SIR=1.52; CI:1.40-1.65). Risk was greatest when EOCRC was diagnosed at ages 20-29 (male 
SIR=7.53; CI:4.82-11.20; female SIR=4.06; CI:2.52-6.22) and declined with increasing age. 
Elevated SPM risk was evident across all racial/ethnic groups. Among males, Non-Hispanic 
Asian/Pacific Islanders (NHAPI) (SIR=3.45; CI:2.42-4.78) and Hispanic (SIR=2.91; CI:2.33-3.60) 
had the greatest excess. Among females, Non-Hispanic Black (NHB) (SIR=2.04; CI:1.68-2.46), 
NHAPI (SIR=2.11; CI:1.38-3.10), and Hispanic (SIR=2.09; CI: 1.66-2.62) showed similarly 
elevated risks compared to Non-Hispanic White (SIR=1.35; CI:1.22-1.50). The most frequent 
SPM was colorectal cancer (male SIR=4.96; CI:4.26-5.75; female SIR=4.60; CI:3.81-5.50). 
Other common sites included thyroid (male SIR=2.68; CI:1.68-4.06; female SIR=1.56; CI:1.07-
2.19); small intestine (SIR=11.51; CI:7.65-16.64), urinary bladder (SIR=1.63; CI:1.14-2.27), and 
stomach (SIR=2.99; CI:1.88-4.53) in males; and uterus (SIR=2.21; CI:1.72-2.80) and kidney 
(SIR=2.82; CI:1.82-4.20) in females. By subsite, colon cancer survivors had the highest SPM 
risk (SIR=1.74; CI:1.62-1.86), followed by rectum/rectosigmoid (SIR =1.37;CI:1.24-1.51). By 
histology, signet-ring cell (SIR=2.98; CI:1.77-4.72) and mucinous adenocarcinoma (SIR=2.02; 
CI:1.70-2.40) showed the greatest SPM risk.  
 

Conclusion  
EOCRC survivors in NJ face a notable burden of SPMs, especially among younger and minority 
populations. These findings highlight the need for risk-stratified surveillance to improve long-
term outcomes. 
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Background  
In pursuit of higher resolution cancer data that maintains confidentiality and statistical reliability, 
state cancer registries across the United States have begun to investigate novel cancer 
reporting zones developed by the National Cancer Institute (NCI) and the North American 
Association of Central Cancer Registries (NAACCR). These geographic zones are created by 
aggregating census tracts to create new cancer reporting zones. They are more granular than 
large counties and help reduce rate suppression.  
 
Purpose  
While previous work indicates that these zones reduce suppression for total population 
incidence rates, whether they reduce suppression of race- and gender-specific cancer incidence 
rates has yet to be demonstrated. These novel reporting zones were produced with 
demographic homogeneity in mind and may reduce suppression and variability of gender-
specific rates and race-specific rates. Providing cancer incidence data with greater geographic 
and demographic detail may better assist cancer prevention efforts.  
 
Method  
Here, we first calculate five-year and single-year race-specific, gender-specific, and 
race/gender-specific age-adjusted cancer incidence rates on the census tract, zone, and county 
levels from 2006 to 2022. We then determine the proportion of rates that would be suppressed 
(using the CDC standard of suppressing rates calculated from fewer than 16 incident cases) as 
well as compare the rates' coefficients of variation across the three geographic scales.  
 
Results  
Preliminary data indicates that sex-specific rates calculated on a zone level require suppression 
less frequently compared to census tract-level rates (43.1% suppression compared to 89.4% 
suppression, respectively) and are similar to the proportion of county-level sex-specific rates 
suppressed (42.3%). Race-specific zone-level rate suppression is also lower than suppression 
of race-specific census tract-level rates (67.5% suppression compared to 90.9% suppression, 
respectively). The coefficients of variation of zone-level rates are considerably smaller than 
census-tract level rates, though are marginally elevated compared to those of county-level 
rates. Results will include data from the most recent submission year as they become available.  
 
Conclusion  
These novel reporting zones reduce rate suppression and unreliability, including for 
demographic-specific rate reporting. 
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Background  
Ovarian cancer comprises biologically distinct histological subtypes with heterogeneous 
molecular profiles, clinical behavior, and prognosis. Population-based evidence comparing 
survival outcomes across histologic subtypes, while accounting for sociodemographic and 
clinical factors, remains limited. Understanding these differences is crucial for informing 
prognosis, treatment planning, and public health strategies.  
 
Purpose  
To evaluate survival differences by histological subtypes among women with invasive epithelial 
ovarian cancer in Louisiana and assess the independent association between histological 
subtypes and mortality after adjusting for demographic and clinical factors.  
 
Methods  
This retrospective cohort study analyzed 1,658 women diagnosed with first primary invasive 
epithelial ovarian cancer between 2010 and 2021 from the Louisiana Tumor Registry. 
Histological subtypes were classified according to ICD-O-3 codes as high-grade serous, low-
grade serous, endometrioid, clear cell, mucinous, carcinoma NOS, carcinosarcoma, and mixed 
histologies. Kaplan-Meier methods were used to estimate overall survival (OS) and cause-
specific survival (CSS). Cox proportional hazards models were constructed to assess the 
associations between histological subtypes and mortality, adjusting for age at diagnosis, stage, 
insurance type, tumor grade, BMI, comorbidity index, race, census tract poverty, and urbanicity.  
 
Results 
Five-year CSS survival was highest for endometrioid (93.7%), low-grade serous (79.4%), and 
mucinous (73.4%) tumors, and lowest for high-grade serous (44.5%), carcinoma NOS (16.2%), 
and carcinosarcoma (29.5%). Median CSS was 4.26 years (95% CI: 3.75-4.92). In multivariable 
models, histologic subtypes were strongly associated with CSS. Compared with high-grade 
serous carcinoma, endometrioid (HR=0.22, p<0.001), low-grade serous (HR=0.32, p<0.001), 
and clear cell (HR=0.62, p=0.11) subtypes were associated with more favorable outcomes. 
Advanced stage, higher tumor grade, and public insurance were also associated with poor 
survival. Similar patterns were observed for the OS.  
 
Conclusions  
Histologic subtype is a major determinant of ovarian cancer survival, independent of 
sociodemographic and clinical factors. These findings underscore the prognostic importance of 
histology and support histology-specific approaches to ovarian care and research. 



121 

 

Thyroid Cancer in a Low-to-Middle Income Country: A 

Retrospective Cohort Study 

Angel Alfonso Velarde López1, Dr. Vicky de Falla1, Dr. Javier Figueroa1 

1Liga Nacional Contra el Cáncer e Incan, Guatemala City, Guatemala 

 

Background  
In Guatemala, thyroid cancer is ranked as the eight-cancer incidence in our population, and no 
assessment of the thyroid cancer patient population at LIGA-Incan has been performed.  
 
Purpose  
Therefore, to understand the demographics, treatment outcomes, and access to care, we 
sought to assess the treatment access compliance of patients with thyroid cancer at the only 
comprehensive LIGA INCAN Cancer Institute.  
 
Method  
A secondary analysis was performed using thyroid cancer data base from the year 2013 to 
2022. Descriptive analysis with Epi info7 was applied to the variables age, sex, ethnicity, type of 
treatment, diagnosis and tumor stage, therapy discontinuation, alcohol, tobacco and family 
history of cancer.  
 
Results  
From the 841patients with thyroid cancer (ICD10-C73), there were 697(82.88%)women and 
144(17.12%) men respectively, mean(SD) age was 50.5(15) and 53(15.6) for women and men 
respectively, 628(74.67%) were of mestizo ethnicity, 125(15%) came to Liga Incan in advanced 
cancer stages III or IV, 83(9%)discontinued therapy, 306(36.32%)underwent surgery, surgery 
with radiotherapy 64(7.6%), and 300(35%) received other combinations of therapy, 76(9%) 
reported tobacco used, 112(13%) reported alcohol abuse and 126(15%) reported family history 
of cancer(ICD10 most commons codes, C73, C539,C169). Of note, 451(52.5%) have already 
started any type of treatment before coming to Liga-Incan and 92(13.20%) of females received 
therapy for palliative purpose. The most common tumor morphologies were 322(38.29%) 
papillary carcinoma and 324(38.53%) papillary adenocarcinomas.  
 
Conclusion  
Given that thyroid cancer is more common in the female population, and that there are cases 
coming in advanced cancer stages, there is need of timely effective creation of strategies for 
earlier detection at the community level with government health policies fully covering the 
health-related costs of multidisciplinary treatment for thyroid cancer in underserved females. 
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Background  
In the United States, colorectal cancer incidence continues to rise in people younger than 50, 
increasing by 2.4% annually from 2012-2021. New Jersey (NJ) has also exhibited a significant 
upward trend and is an important public health concern.  
 
Purpose  
To assess early-onset colorectal cancer (EOCRC) incidence trends in NJ (1990-2022) by age, 
sex, race/ethnicity, and subsite.  
 
Methods  
We analyzed NJ State Cancer Registry data for adults aged 20-49 to calculate age-adjusted 
EOCRC incidence rates using SEER*Stat. Annual percent change (APC) and average annual 
percent change (AAPC) were estimated with Joinpoint regression models. We excluded 2020 in 
trend analyses because of the COVID-19 pandemic-related decline in cancer cases.  
 
Results  
From 1990 to 2022, EOCRC incidence in NJ adults aged 20-49 increased significantly (p<0.05) 
in males (AAPC=1.34, 95%CI:1.00-1.70) and females (AAPC=1.10, CI:0.63-1.76). Among 
males, Non-Hispanic Whites (NHW) showed the steepest increase (APC =1.87, CI:1.40-2.35), 
followed by Non-Hispanic Asian/Pacific Islanders (NHAPI) (APC =1.68, CI:0.49-3.42) and 
Hispanics (APC= 0.79, CI:0.14-1.67). There were also significant increases in NHW (AAPC 
=1.59, CI:1.01-2.52) and NHAPI (AAPC =1.50, CI:0.66-2.69) females. Trends among Non-
Hispanic Black (NHB) males and females were not significant. By subsite, rectum/rectosigmoid 
junction exhibited the greatest overall increase (AAPC=2.82, CI:2.26-3.52). Among adults aged 
20-29, colon cancer increased more rapidly (AAPC=2.51, CI:0.26-5.93) than 
rectum/rectosigmoid junction cancer (AAPC= 2.12, CI:0.27-4.43). In recent years (2018-2022), 
EOCRC incidence accelerated sharply among males and females combined aged 20-49 years 
(APC= 5.98, CI:1.49-10.66), with the greatest increase in rectum/rectosigmoid junction tumors 
(APC = 12.03, CI:4.88-20.62), especially for NHB males and females (APC=13.05, CI:1.51-
26.65) and males (APC=10.81, CI:1.83-19.86). Hispanic females showed a notable rise of 
EOCRC from 2014-2022 (APC=5.09, CI:0.56-16.61).  
 
Conclusion  
EOCRC incidence among NJ adults aged 20-49 has increased significantly over three decades, 
with the steepest increases in NHW and rectal subsites. These findings underscore the need for 
targeted prevention and early detection strategies in younger populations. 
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Background  
Differences in lung cancer incidence have been shown in individuals living in rural and urban 
counties. Risk factors for lung cancer – including cigarette smoking, use of other smoked 
tobacco products, and exposure to second-hand smoke, radon, and asbestos – vary by 
geographic region.  
 
Purpose  
Analyze the latest lung cancer incidence by rural-urban geography and by demographic 
characteristics.  
 
Methods  
Age-adjusted incidence rates of invasive lung and bronchus cancers diagnosed in 2022 were 
calculated using the U.S. Cancer Statistics public use database, 2024-submission. The USDA 
2013 vintage rural-urban continuum classification scheme was used to categorize county of 
residence at diagnosis as rural (rural-urban continuum codes 4–9) or urban (rural-urban 
continuum codes 1–3).  
 
Results  
In 2022, lung cancer incidence rates in rural counties were higher than in urban counties (58.9 
versus 47.6 per 100,000, respectively). Lung cancer incidence rates were higher among men 
than women in older ages (≥55 years) in both rural (280.8 versus 227.0, respectively) and urban 
counties (225.3 versus 191.7, respectively). However, among persons aged 45–54 years, 
women in rural counties had higher lung cancer incidence rates than men in rural counties (32.5 
versus 30.2) and both men and women in urban counties (19.4 and 22.0, respectively).  
 
Conclusion  
Differences in lung cancer incidence by rural-urban geography might be explained partially by 
variations in risk factors. Increasing the implementation of proven population-based lung cancer 
prevention and control strategies, such as screening for tobacco dependence, promoting 
tobacco cessation, and implementing comprehensive smoke-free laws, particularly among 
persons living in rural areas, might help to reduce disparities in lung cancer. The impact of such 
initiatives can be monitored using the U.S. Cancer Statistics public use database available at 
www.cdc.gov//cancer/public-use.  


